260 



265 



270 



Asp lie Asp Leu Cys 
275 

Asn Leu Thr Phe Glu 
290 

Lys Lys Val Gly Ala 
305 

Pro Ser Asp Gin lie 
325 

Gly Asp Gin Asp Thr 
340 

Lys Thr Tyr His Phe 
355 

lie Arg Phe Leu His 
370 

Phe Leu Glu Met lie 
385 



Glu Asn Ser Val Gin 
280 

Gin Leu Arg Ser Leu 
295 

Glu Asp lie Glu Lys 
310 

Leu Lys Leu Leu Ser 
330 

Leu Lys Gly Leu Met 
345 

Pro Lys Thr Val Thr 
360 

Ser Phe Thr Met Tyr 
375 

Gly Asn Gin Val Gin 
390 



Arg His lie Gly His Ala 
285 

Met Glu Ser Leu Pro Gly 
300 

Thr lie Lys Ala Cys Lys 
315 320 

Leu Trp Arg lie Lys Asn 
335 

His Ala Leu Lys His Ser 
350 

Gin Ser Leu Lys Lys Thr 
365 

Lys Leu Tyr Gin Lys Leu 
380 

Ser Val Lys lie Ser Cys 
395 400 



Leu 



<210> 1242 

<211> 401 

<212> PRT 

<213> Homo sapiens 

<400> 1242 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
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130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 
340 345 350 

Lys Thr Tyr His Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr 
355 360 365 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 
370 375 380 

Phe Leu Glu Met lie Gly Asn Gin Val Gin Ser Val Lys lie Ser Cys 
385 390 395 400 

Leu 



<210> 1243 

<211> 401 

<212> PRT 

<213> Homo sapiens 

<400> 1243 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 
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Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 - 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 
340 345 350 
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Lys Thr Tyr His Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr 
355 360 365 



lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 

370 375 380 

Phe Leu Glu Met lie Gly Asn Gin Val Gin Ser Val Lys He Ser Cys 

385 390 395 400 



Leu 



<210> 1244 
<211> 401 
<212> PRT 

<213> Homo sapiens 
<400> 1244 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp He Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu He Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 " 185 190 

Gin Lys Cys Gly He Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg He 
225 230 235 240 
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Lys Arg Gin His Ser 
245 

Trp Lys His Gin Asn 
260 

Asp lie Asp Leu Cys 
275 

Asn Leu Thr Phe Glu 
290 

Lys Lys Val Gly Ala 
305 

Pro Ser Asp Gin lie 
325 

Gly Asp Gin Asp Thr 
340 

Lys Thr Tyr His Phe 
355 

lie Arg Phe Leu His 
370 

Phe Leu Glu Met lie 
385 



Ser Gin Glu Gin Thr 
250 

Lys Asp Gin Asp lie 
265 

Glu Asn Ser Val Gin 
280 

Gin Leu Arg Ser Leu 
295 

Glu Asp lie Glu Lys 
310 

Leu Lys Leu Leu Ser 
330 

Leu Lys Gly Leu Met 
345 

Pro Lys Thr Val Thr 
360 

Ser Phe Thr Met Tyr 
375 

Gly Asn Gin Val Gin 
390 



Phe Gin Leu Leu Lys Leu 
255 

Val Lys Lys lie He Gin 
270 

Arg His lie Gly His Ala 
285 

Met Glu Ser Leu Pro Gly 
300 

Thr He Lys Ala Cys Lys 
315 320 

Leu Trp Arg He Lys Asn 
335 

His Ala Leu Lys His Ser 
350 

Gin Ser Leu Lys Lys Thr 
365 

Lys Leu Tyr Gin Lys Leu 
380 

Ser Val Lys lie Ser Cys 
395 400 



Leu 



<210> 1245 

<211> 401 

<212> PRT 

<213> Homo sapiens 

<400> 1245 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser He 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys • Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu He Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 
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Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 



Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 
340 345 350 

Lys Thr Tyr His Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr 
355 360 365 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 
370 375 380 

Phe Leu Glu Met lie Gly Asn Gin Val Gin Ser Val Lys lie Ser Cys 
385 390 395 400 



Leu 



<210> 1246 
<211> 180 
<212> PRT 

<213> Homo sapiens 
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<400> 1246 

Met Lys Ser lie Tyr Phe Val Ala Gly Leu Phe Val Met Leu Val Gin 
15 10 15 

Gly Ser Trp Gin Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser 
20 25 30 

Phe Ser Ala Ser Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn 
35 40 45 

Glu Asp Lys Arg His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys 
50 55 60 

Tyr Leu Asp Ser Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn 
65 70 75 80 

Thr Lys Arg Asn Arg Asn Asn lie Ala Lys Arg His Asp Glu Phe Glu 
85 90 95 

Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu 
100 105 110 

Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
115 120 125 

Arg Arg Asp Phe Pro Glu Glu Val Ala lie Val Glu Glu Leu Gly Arg 
130 135 140 

Arg His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr lie Leu Asp 
145 150 155 160 

Asn Leu Ala Ala Arg Asp Phe lie Asn Trp Leu lie Gin Thr Lys lie 
165 170 175 

Thr Asp Arg Lys 
180 



<210> 1247 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 1247 

Met Lys Ser lie Tyr Phe Val Ala Gly Leu Phe Val Met Leu Val Gin 
15 10 15 

Gly Ser Trp Gin Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser 
20 25 30 

Phe Ser Ala Ser Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn 
35 40 45 

Glu Asp Lys Arg His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys 
50 55 60 

Tyr Leu Asp Ser Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn 
65 70 75 80 

Thr Lys Arg Asn Arg Asn Asn lie Ala Lys Arg His Asp Glu Phe Glu 
85 90 95 
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Arg His Ala Glu Gly Thr Phe Thr 
100 

Gly Gin Ala Ala Lys Glu Phe He 
115 120 

Arg Arg Asp Phe Pro Glu Glu Val 
130 135 

Arg His Ala Asp Gly Ser Phe Ser 
145 150 

Asn Leu Ala Ala Arg Asp Phe He 
165 



Ser Asp Val Ser Ser Tyr Leu Glu 
105 110 

Ala Trp Leu Val Lys Gly Arg Gly 
125 

Ala He Val Glu Glu Leu Gly Arg 
140 

Asp Glu Met Asn Thr He Leu Asp 
155 160 

Asn Trp Leu He Gin Thr Lys He 
170 175 



Thr Asp Arg Lys 
180 



<210> 1248 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 1248 

Met Lys Ser He Tyr Phe Val Ala Gly Leu Phe Val Met Leu Val Gin 
15 10 15 

Gly Ser Trp Gin Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser 
20 25 30 

Phe Ser Ala Ser Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn 
35 40 45 

Glu Asp Lys Arg His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys 
50 55 60 

Tyr Leu Asp Ser Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn 
65 70 75 80 

Thr Lys Arg Asn Arg Asn Asn He Ala Lys Arg His Asp Glu Phe Glu 
85 90 95 

Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu 
100 105 110 

Gly Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg Gly 
115 120 125 

Arg Arg Asp Phe Pro Glu Glu Val Ala He Val Glu Glu Leu Gly Arg 
130 135 140 

Arg His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr He Leu Asp 
145 150 155 160 

Asn Leu Ala Ala Arg Asp Phe He Asn Trp Leu He Gin Thr Lys He 
165 170 175 

Thr Asp Arg Lys 
180 
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<210> 1249 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 1249 

Met Lys Ser He Tyr Phe Val Ala Gly Leu Phe Val Met Leu Val Gin 
15 10 15 

Gly Ser Trp Gin Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser 
20 25 30 

Phe Ser Ala Ser Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn 
35 40 45 

Glu Asp Lys Arg His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys 
50 55 60 

Tyr Leu Asp Ser Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn 
65 70 75 80 

Thr Lys Arg Asn Arg Asn Asn He Ala Lys Arg His Asp Glu Phe Glu 
85 90 95 

Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu 
100 105 110 

Gly Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg Gly 
115 120 125 

Arg Arg Asp Phe Pro Glu Glu Val Ala He Val Glu Glu Leu Gly Arg 
130 135 140 

Arg His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr He Leu Asp 
145 150 155 160 

Asn Leu Ala Ala Arg Asp Phe He Asn Trp Leu He Gin Thr Lys He 
165 170 175 

Thr Asp Arg Lys 
180 



<210> 1250 
<211> 180 
<212> PRT 
■ <213> Homo sapiens 

<400> 1250 

Met Lys Ser He Tyr Phe Val Ala Gly Leu Phe Val Met Leu Val Gin 
15 10 15 

Gly Ser Trp Gin Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser 
20 25 30 

Phe Ser Ala Ser Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn 
35 40 45 
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Glu Asp Lys Arg His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys 
50 55 60 



Tyr Leu Asp Ser Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn 
65 70 75 80 

Thr Lys Arg Asn Arg Asn Asn lie Ala Lys Arg His Asp Glu Phe Glu 
85 90 95 

Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu 
100 105 110 

Gly Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg Gly 
115 120 125 

Arg Arg Asp Phe Pro Glu Glu Val Ala He Val Glu Glu Leu Gly Arg 
130 135 140 

Arg His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr He Leu Asp 
145 150 155 160 

Asn Leu Ala Ala Arg Asp Phe He Asn Trp Leu He Gin Thr Lys He 
165 170 175 

Thr Asp Arg Lys 
180 



<210> 1251 

<211> 60 

<212> PRT 

<213> Homo sapiens 

<400> 1251 

His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 

Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg His Ala 
20 25 30 

Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala 
35 40 45 

Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg 
50 55 60 



<210> 1252 

<211> 60 

<212> PRT 

<213> Homo sapiens 

<400> 1252 

His Gly Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly 
15 10 15 



Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg His Ala 
20 25 30 



Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala 
35 40 45 

Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg 
50 55 60 



<210> 1253 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 1253 

cgggatccga attcccgcca ccatgaacaa gttgctgtgc tgcgc 45 

<210> 1254 

<211> 71 

<212> DNA 

<213> Homo sapiens 

<400> 1254 

agtcccatcg atgagcaacc tcactcttgt gtgcatcttt ttgagttgat tcactgtttc 60 
cggaacatat g 71 

<210> 1255 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 1255 

cgggatccga attcccgcca ccatgaacaa gttgctgtgc tgcgc 45 

<210> 1256 

<211> 68 

<212> DNA 

<213> Homo sapiens 

<400> 1256 

agtcccatcg atgagcaacc tcactcttgt gtgcatcttg agttgattca ctgtttccgg 60 
aacatatg 68 

<210> 1257 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 1257 

cgggatccga attcccgcca ccatgaacaa gttgctgtgc tgcgc 45 

<210> 1258 

<211> 63 

<212> DNA 

<213> Homo sapiens 

<400> 1258 

agtcccatcg atgagcaacc tcactcttgt gtgcatcctc acacagggta acatctattc 60 
cac 63 

<210> 1259 
<211> 45 
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<212> DNA 

<213> Homo sapiens 



<400> 1259 

cgggatccga attcccgcca ccatgaacaa gttgctgtgc tgcgc 45 

<210> 1260 

<211> 66 

<212> DNA 

<213> Homo sapiens 

<400> 1260 

agtcccatcg atgagcaacc tcactcttgt gtgcatcttg gtcgccattt tttattcgcc 60 
acaaac 66 

<210> 1261 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1261 

aggagcgtcg acaaaagaca eg 22 

<210> 1262 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1262 

ctttaaatcg atgagcaacc tcactc 26 

<210> 1263 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1263 

aggagcgtcg acaaaagaca eg 22 

<210> 1264 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1264 

ctttaaatcg atgagcaacc tcactc 26 

<210> 1265 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1265 

aggagcgtcg acaaaagaca eg 22 

<210> 1266 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1266 

ctttaaatcg atgagcaacc tcactc 2 6 
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<210> 1267 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 1267 

aggagcgtcg acaaaagaga ag 



22 



<210> 1268 

<211> 26 

<212> DNA 

<213> Homo sapiens 



<400> 1268 

ctttaaatcg atgagcaacc tcactc 



26 



<210> 1269 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 1269 

aggagcgtcg acaaaagaca ca 



22 



<210> 1270 

<211> 26 

<212> DNA 

<213> Homo sapiens 



<400> 1270 

ctttaaatcg atgagcaacc tcactc 
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<210> 1271 

<211> 29 

<212> DNA 

< 2 1 3 > Homo s ap i ens 



<400> 1271 

agcgtcgaca aaagacacgc tgaaggtac 



29 



<210> 1272 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 1272 

catgatcttc aaatggacac t 



21 



<210> 1273 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 1273 

aggagcgtcg acaaaagaca eg 



22 



<210> 1274 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 1274 

catgatcttc aaatggacac t 



21 
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<210> 1275 
<211> 719 
<212> PRT 

<213> Homo sapiens 
<400> 1275 

Met Asp Pro Gin Thr Ala Pro Ser Arg Ala Leu Leu Leu Leu Leu Phe 
15 10 15 

Leu His Leu Ala Phe Leu Gly Gly Arg Ser His Pro Leu Gly Ser Pro 
20 25 30 

Gly Ser Ala Ser Asp Leu Glu Thr Ser Gly Leu Gin Glu Gin Arg Asn 
35 40 45 

His Leu Gin Gly Lys Leu Ser Glu Leu Gin Val Glu Gin Thr Ser Leu 
50 55 60 

Glu Pro Leu Gin Glu Ser Pro Arg Pro Thr Gly Val Trp Lys Ser Arg 
65 70 75 80 

Glu Val Ala Thr Glu Gly lie Arg Gly His Arg Lys Met Val Leu Tyr 
85 90 95 

Thr Leu Arg Ala Pro Arg Ser Pro Lys Met Val Gin Gly Ser Gly Cys 
100 105 110 

Phe Gly Arg Lys Met Asp Arg lie Ser Ser Ser Ser Gly Leu Gly Cys 
115 120 125 

Lys Val Leu Arg Arg His Asp Ala His Lys Ser Glu Val Ala His Arg 
130 135 140 

Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala 
145 150 155 160 

Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu 
165 170 175 

Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser 
180 185 190 

Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu 
195 200 205 

Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys 
210 215 220 

Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys 
225 230 235 240 

Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val 
245 250 255 

Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr 
260 265 270 

Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu 
275 280 285 

Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin 
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290 295 300 

Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg 
305 310 315 320 

Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser 
325 330 335 

Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg 
340 345 350 

Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu 
355 360 365 

Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu 
370 375 380 

Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu 
385 390 395 400 

Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro 
405 410 415 

Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met 
420 425 430 

Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp 
435 440 445 

Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe 
450 455 460 

Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu 
465 470 475 480 

Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala 
485 490 495 

Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys 
500 505 510 

Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu 
515 520 525 

Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg 
530 535 540 

Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val 
545 550 555 560 

Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu 
565 570 575 

Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn 
580 .585 590 

Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr 
595 600 605 

Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala 
610 615 620 

Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr 
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625 



630 



635 



640 



Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin 
645 650 655 

lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys 
660 665 670 

Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe 
675 680 685 

Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu 
690 695 700 

Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
705 710 715 



<210> 1276 

<211> 405 

<212> DNA 

<213> Homo sapiens 



<400> 1276 
atggatcccc 
ttcctgggag 
tccgggttac 
cagacatccc 
gaggtagcca 
ccacgaagcc 
agctcctcca 



agacagcacc 
gtcgttccca 
aggagcagcg 
tggagcccct 
ccgagggcat 
ccaagatggt 
gtggcctggg 



ttcccgggcg 
cccgctgggc 
caaccatttg 
ccaggagagc 
ccgtgggcac 
gcaagggtct 
ctgcaaagtg 



ctcctgctcc 
agccccggtt 
cagggcaaac 
ccccgtccca 
cgcaaaatgg 
ggctgctttg 
ctgaggcggc 



tgctcttctt 
cagcctcgga 
tgtcggagct 
caggtgtctg 
tcctctacac 
ggaggaagat 
attaa 



gcatctggct 60 
cttggaaacg 12 0 
gcaggtggag 180 
gaagtcccgg 240 
cctgcgggca 3 00 
ggaccggatc 3 60 
405 



<210> 1277 
<211> 134 
<212> PRT 

<213> Homo sapiens 
<400> 1277 

Met Asp Pro Gin Thr Ala Pro Ser Arg Ala Leu Leu Leu Leu Leu Phe 
15 10 15 

Leu His Leu Ala Phe Leu Gly Gly Arg Ser His Pro Leu Gly Ser Pro 
20 25 30 

Gly Ser Ala Ser Asp Leu Glu Thr Ser Gly Leu Gin Glu Gin Arg Asn 
35 40 45 

His Leu Gin Gly Lys Leu Ser Glu Leu Gin Val Glu Gin Thr Ser Leu 
50 55 60 

Glu Pro Leu Gin Glu Ser Pro Arg Pro Thr Gly Val Trp Lys Ser Arg 
65 70 75 80 

Glu Val Ala Thr Glu Gly lie Arg Gly His Arg Lys Met Val Leu Tyr 
85 90 95 

Thr Leu Arg Ala Pro Arg Ser Pro Lys Met Val Gin Gly Ser Gly Cys 
100 105 110 

Phe Gly Arg Lys Met Asp Arg lie Ser Ser Ser Ser Gly Leu Gly Cys 
115 120 125 
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Lys Val Leu Arg Arg His 
130 



<210> 1278 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1278 

atggatcccc agacagcacc 



<210> 1279 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1279 

atgccgcctc agcactttgc 



<210> 1280 
<211> 674 
<212> PRT 

<213> Homo sapiens 
<400> 1280 

Met Asn lie Phe Tyr lie Phe Leu Phe Leu Leu Ser Phe Val Gin Gly 
15 10 15 

Leu Glu His Thr His Arg Arg Gly Ser Leu Asp Lys Arg His Gly Glu 
20 25 30 

Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala Ala 
35 40 45 

Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg His Gly Glu Gly Thr 
50 55 60 

Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu 
65 70 75 80 

Phe lie Ala Trp Leu Val Lys Gly Arg Asp Ala His Lys Ser Glu Val 
85 90 95 

Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val 
100 105 110 

Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His 
115 120 125 

Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala 
130 135 140 

Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly 
145 150 155 160 

Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met 
165 170 175 

Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu 
180 185 190 
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Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu 
195 200 205 



Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu 
210 215 220 

Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala 
225 230 235 240 

Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu 
245 250 255 

Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp 
260 265 270 

Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys 
275 280 285 

Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala 
290 295 300 

Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val 
305 310 315 320 

Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His 
325 330 335 

Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr 
340 345 350 

lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys 
355 360 365 

Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn 
370 375 380 

Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu 
385 390 395 400 

Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu 
405 410 415 

Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val 
420 425 430 

Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys 
435 440 445 

Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp 
450 455 460 

Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn 
465 470 475 480 

Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu 
485 490 495 

Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu 
500 505 510 

Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys 
515 520 525 
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His Pro Glu Ala 
530 

Val Leu Asn Gin 
545 

Arg Val Thr Lys 



Phe Ser Ala Leu 
580 

Ala Glu Thr Phe 
595 

Glu Arg Gin lie 
610 

Lys Pro Lys Ala 
625 

Ala Ala Phe Val 



Phe Ala Glu Glu 
660 

Gly Leu 



Lys Arg Met Pro 
535 

Leu Cys Val Leu 
550 

Cys Cys Thr Glu 
565 

Glu Val Asp Glu 



Thr Phe His Ala 
600 

Lys Lys Gin Thr 
615 

Thr Lys Glu Gin 
630 

Glu Lys Cys Cys 
645 

Gly Lys Lys Leu 



Cys Ala Glu Asp 
540 

His Glu Lys Thr 
555 

Ser Leu Val Asn 
570 

Thr Tyr Val Pro 
585 

Asp lie Cys Thr 



Ala Leu Val Glu 
620 

Leu Lys Ala Val 
635 

Lys Ala Asp Asp 
650 

Val Ala Ala Ser 
665 



Tyr Leu Ser Val 



Pro Val Ser Asp 
560 

Arg Arg Pro Cys 
575 

Lys Glu Phe Asn 
590 

Leu Ser Glu Lys 
605 

Leu Val Lys His 



Met Asp Asp Phe 
640 

Lys Glu Thr Cys 
655 

Gin Ala Ala Leu 
670 



<210> 1281 

<211> 267 

<212> DNA 

<213> Homo sapiens 

<400> 1281 

atgaacattt tctacatttt cttgttcttg 
cacagaagag gttctttgga taagagacac 
tcttacttgg aaggtcaagc tgctaaggaa 
ggagagggaa catttacatc agacgtctca 
tttatagcat ggttagtaaa aggaagg 



ttgtctttcg ttcaaggttt ggaacacact 60 
ggtgaaggta ctttcacttc tgatgtttct 120 
ttcattgctt ggttggttaa gggtagacat 180 
tcatatttag agggacaggc agcaaaagag 240 

267 



<210> 1282 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 1282 

Met Asn lie Phe Tyr lie Phe Leu Phe Leu Leu Ser Phe Val Gin Gly 
15 10 15 

Leu Glu His Thr His Arg Arg Gly Ser Leu Asp Lys Arg His Gly Glu 
20 25 30 

Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala Ala 
35 40 45 

Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg His Gly Glu Gly Thr 
50 55 60 

Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu 
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65 70 75 80 

Phe lie Ala Trp Leu Val Lys Gly Arg 
85 



<210> 1283 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1283 

gtcaatacct tcttgaacca 20 



<210> 1284 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1284 

ctcccaaatc tttaaatcga tgagcaa 27 



<210> 1285 
<211> 639 
<212> PRT 

<213> Homo sapiens 
<400> 1285 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ala Cys Tyr Cys Arg lie Pro Ala 
20 25 30 

Cys lie Ala Gly Glu Arg Arg Tyr Gly Thr Cys lie Tyr Gin Gly Arg 
35 40 45 

Leu Trp Ala lie Cys Cys Asp Ala His Lys Ser Glu Val Ala His Arg 
50 55 60 

Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala 
65 70 75 80 

Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu 
85 90 95 

Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser 
100 105 110 

Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu 
115 120 125 

Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys 
130 135 140 

Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys 
145 150 155 160 

Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val 
165 170 175 
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Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr 
180 185 190 

Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu 
195 200 205 

Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin 
210 215 220 

Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg 
225 230 235 240 

Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser 
245 250 255 

Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg 
260 265 270 

Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu 
275 280 285 

Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu 
290 295 300 

Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu 
305 310 315 320 

Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro 
325 330 335 

Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met 
340 345 350 

Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp 
355 360 365 

Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe 
370 375 380 

Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu 
385 390 395 400 

Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala 
405 410 415 

Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys 
420 425 430 

Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu 
435 440 445 

Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg 
450 455 460 

Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val 
465 470 475 480 

Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu 
485 490 495 

Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn 
500 505 510 
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Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr 
515 520 525 



Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala 
530 535 540 

Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr 
545 550 555 560 

Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin 
565 570 575 

lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys 
580 585 590 

Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe 
595 600 605 

Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu 
610 615 620 

Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 635 



<210> 1286 

<211> 285 

<212> DNA 

<213> Homo sapiens 



ccctgcaggc ccaggctgag 60 
agcagattgc agcggacatc 120 
ctccaaagca tccaggctca 180 
ttgcaggaga acgtcgctat 240 
gctga 285 



<400> 1286 
atgaggaccc 
ccactccagg 
ccagaagtgg 
aggaaaaaca 
ggaacctgca 



tcgccatcct 
caagagctga 
ttgtttccct 
tggcctgcta 
tctaccaggg 



tgctgccatt 
tgaggttgct 
tgcatgggac 
ttgcagaata 
aagactctgg 



ctcctggtgg 
gcagccccgg 
gaaagcttgg 
ccagcgtgca 
gcattctgct 



<210> 1287 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 1287 

Met Arg Thr Leu Ala lie Leu Ala Ala lie Leu Leu Val Ala Leu Gin 
15 10 15 

Ala Gin Ala Glu Pro Leu Gin Ala Arg Ala Asp Glu Val Ala Ala Ala 
20 25 30 

Pro Glu Gin lie Ala Ala Asp lie Pro Glu Val Val Val Ser Leu Ala 
35 40 45 

Trp Asp Glu Ser Leu Ala Pro Lys His Pro Gly Ser Arg Lys Asn Met 
50 55 60 

Ala Cys Tyr Cys Arg lie Pro Ala Cys lie Ala Gly Glu Arg Arg Tyr 
65 70 75 80 

Gly Thr Cys lie Tyr Gin Gly Arg Leu Trp Ala Phe Cys Cys 
85 90 



922 



<210> 1288 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 1288 

aggagcgtcg acaaaagagc ctgctattgc agaataccag 40 



<210> 1289 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 1289 

cgcgcatcga tgagcaacct cactcttgtg tgcatcgcag cagattgccc agagtc 56 



<210> 1290 

<211> 638 

<212> PRT 

<213> Homo sapiens 

<400> 1290 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Cys Tyr Cys Arg lie Pro Ala Cys 
20 25 30 

lie Ala Gly Glu Arg Arg Tyr Gly Thr Cys lie Tyr Gin Gly Arg Leu 
35 40 45 

Trp Ala Phe Cys Cys Asp Ala His Lys Ser Glu Val Ala His Arg Phe 
50 55 60 

Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe 
65 70 75 80 

Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val 
85 90 95 

Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala 
100 105 110 

Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys 
115 120 125 

Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys 
130 135 140 

Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp 
145 150 155 160 

Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met 
165 170 175 

Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu 
180 185 190 

Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu 
195 200 205 
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Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala 
210 215 220 

Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp 
225 230 235 240 

Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu 
245 250 255 

Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu 
260 265 270 

Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val 
275 280 285 

Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu 
290 295 300 

Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn 
305 310 315 320 

Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu 
325 330 335 

Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro 
340 345 350 

Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val 
355 360 365 

Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu 
370 375 380 

Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu 
385 390 395 400 

Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala 
405 410 415 

Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro 
420 425 430 

Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe 
435 440 445 

Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr 
450 455 460 

Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser 
465 470 475 480 

Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala 
485 490 495 

Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin 
500 505 510 

Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys 
515 520 525 

Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu 
530 535 540 
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Glu Val Asp Glu Thr Tyr Val Pro Lys Glu 
545 550 



Phe 
555 



Asn 



Ala Glu Thr Phe 
560 



Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie 
565 570 575 

Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala 
580 585 590 

Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val 
595 600 605 

Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu 
610 615 620 

Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 635 



<210> 1291 

<211> 285 

<212> DNA 

<213> Homo sapiens 



<400> 1291 

atgaggaccc tcgccatcct tgctgccatt ctcctggtgg ccctgcaggc ccaggctgag 60 
ccactccagg caagagctga tgaggttgct gcagccccgg agcagattgc agcggacatc 12 0 
ccagaagtgg ttgtttccct tgcatgggac gaaagcttgg ctccaaagca tccaggctca 180 
aggaaaaaca tggcctgcta ttgcagaata ccagcgtgca ttgcaggaga acgtcgctat 240 



ggaacctgca tctaccaggg aagactctgg gcattctgct gctga 



285 



<210> 1292 

<211> 94 

<212> PRT 

<213> Homo sapiens 

<400> 1292 

Met Arg Thr Leu Ala lie Leu Ala Ala lie Leu Leu Val Ala Leu Gin 
15 10 15 

Ala Gin Ala Glu Pro Leu Gin Ala Arg Ala Asp Glu Val Ala Ala Ala 
20 25 30 

Pro Glu Gin lie Ala Ala Asp lie Pro Glu Val Val Val Ser Leu Ala 
35 40 45 

Trp Asp Glu Ser Leu Ala Pro Lys His Pro Gly Ser Arg Lys Asn Met 
50 55 60 

Ala Cys Tyr Cys Arg lie Pro Ala Cys lie Ala Gly Glu Arg Arg Tyr 
65 70 75 80 

Gly Thr Cys lie Tyr Gin Gly Arg Leu Trp Ala Phe Cys Cys 
85 90 



<210> 1293 

<211> 41 

<212> DNA 

<213> Homo sapiens 
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<400> 1293 

aggagcgtcg acaaaagatg ctattgcaga ataccagcgt g 



41 



<210> 1294 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 1294 

cgcgcatcga tgagcaacct cactcttgtg tgcatcgcag cagattgccc agagtc 56 



<210> 1295 
<211> 639 
<212> PRT 

<213> Homo sapiens 
<400> 1295 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Cys Tyr Cys Arg lie Pro Ala 
20 25 30 

Cys lie Ala Gly Glu Arg Arg Tyr Gly Thr Cys lie Tyr Gin Gly Arg 
35 40 45 

Leu Trp Ala Phe Cys Cys Asp Ala His Lys Ser Glu Val Ala His Arg 
50 55 60 

Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala 
65 70 75 80 

Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu 
85 90 95 

Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser 
100 105 110 

Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu 
115 120 125 

Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys 
130 135 140 

Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys 
145 150 155 160 

Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val 
165 170 175 

Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr 
180 185 190 

Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu 
195 200 205 

Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin 
210 215 220 

Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg 
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225 230 235 240 

Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser 
245 250 255 

Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg 
260 265 270 

Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu 
275 280 285 

Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu 
290 295 300 

Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu 
305 310 315 320 

Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro 
325 330 335 

Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met 
340 345 350 

Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp 
355 360 365 

Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe 
370 375 380 

Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu 
385 390 395 400 

Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala 
405 410 415 

Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys 
420 425 430 

Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu 
435 440 445 

Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg 
450 455 460 

Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val 
465 470 475 480 

Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu 
485 490 495 

Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn 
500 505 510 

Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr 
515 520 525 

Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala 
530 535 540 

Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr 
545 550 555 560 

Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin 
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565 



570 



575 



lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys 
580 585 590 

Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe 
595 600 605 

Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu 
610 615 620 

Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 635 



<210> 1296 

<211> 285 

<212> DNA 

<213> Homo sapiens 



tgctgccatt ctcctggtgg ccctgcaggc ccaggctgag 60 
tgaggttgct gcagccccgg agcagattgc agcggacatc 120 
tgcatgggac gaaagcttgg ctccaaagca tccaggctca 180 
ttgcagaata ccagcgtgca ttgcaggaga acgtcgctat 240 
aagactctgg gcattctgct gctga 285 



<400> 1296 
atgaggaccc 
ccactccagg 
ccagaagtgg 
aggaaaaaca 
ggaacctgca 



tcgccatcct 
caagagctga 
ttgtttccct 
tggcctgcta 
tctaccaggg 



<210> 1297 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 1297 

Met Arg Thr Leu Ala lie Leu Ala Ala lie Leu Leu Val Ala Leu Gin 
15 10 15 

Ala Gin Ala Glu Pro Leu Gin Ala Arg Ala Asp Glu Val Ala Ala Ala 
20 25 30 

Pro Glu Gin lie Ala Ala Asp lie Pro Glu Val Val Val Ser Leu Ala 
35 40 45 

Trp Asp Glu Ser Leu Ala Pro Lys His Pro Gly Ser Arg Lys Asn Met 
50 55 60 

Ala Cys Tyr Cys Arg lie Pro Ala Cys lie Ala Gly Glu Arg Arg Tyr 
65 70 75 80 

Gly Thr Cys lie Tyr Gin Gly Arg Leu Trp Ala Phe Cys Cys 
85 90 



<210> 1298 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 1298 

aggagcgtcg acaaaagaga ctgctattgc agaataccag c 41 
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<210> 1299 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 1299 

cgcgcatcga tgagcaacct cactcttgtg tgcatcgcag cagattgccc agagtc 



<210> 1300 

<211> 774 

<212> PRT 

<213> Homo sapiens 

<400> 1300 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 
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Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 
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Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 620 

Met Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys 
625 630 635 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin lie 
660 665 670 

Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr 
675 680 685 

Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 
690 695 700 

Glu Ala Cys Val lie Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met 
705 710 715 720 

Lys Glu Asp Ser lie Leu Ala Val Arg Lys Tyr Phe Gin Arg lie Thr 
725 730 735 

Leu Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu lie Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu 
755 760 765 

Ser Leu Arg Ser Lys Glu 
770 



<210> 1301 

<211> 495 

<212> DNA 

<213> Homo sapiens 

<400> 1301 

tgtgatctgc ctcaaaccca cagcctgggt tctagaagga ccttgatgct cctggcacag 60 
atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 
gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 
cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggga tgagaccctc 240 
ctagacaaat tctacactga actctaccag cagctgaatg acctggaagc ctgtgtgata 300 
cagggggtgg gggtgacaga gactcccctg atgaaggagg actccattct ggctgtgagg 360 
aaatacttcc aaagaatcac tctctatctg aaagagaaga aatacagccc ttgtgcctgg 420 
gaggttgtca gagcagaaat catgagatct ttttctttgt caacaaactt gcaagaaagt 480 
ttaagaagta aggaa 495 



<210> 1302 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 1302 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 



931 



Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 



Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin lie Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg lie Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 



<210> 1303 
<211> 800 
<212> PRT 

<213> Homo sapiens 
<400> 1303 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 
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Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu -Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 
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Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Phe Pro Thr lie Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu 
610 615 620 

Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe 
625 630 635 640 

Glu Glu Ala Tyr lie Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn 
645 650 655 

Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr Pro Ser Asn 
660 665 670 

Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg lie Ser 
675 680 685 

Leu Leu Leu lie Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg Ser 
690 695 700 

Val Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr 
705 710 715 720 

Asp Leu Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu Met Gly Arg 
725 730 735 

Leu Glu Asp Gly Ser Pro Arg Thr Gly Gin lie Phe Lys Gin Thr Tyr 
740 745 750 ■ 

Ser Lys Phe Asp Thr Asn Ser His Asn Asp Asp Ala Leu Leu Lys Asn 
755 760 765 

Tyr Gly Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys Val Glu Thr 
770 775 780 

Phe Leu Arg lie Val Gin Cys Arg Ser Val Glu Gly Ser Cys Gly Phe 
785 790 795 800 
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<210> 1304 

<211> 573 

<212> DNA 

<213> Homo sapiens 



<400> 1304 

ttcccaacaa ttcccttatc caggcttttt 
caccagctgg cctttgacac ctaccaggag 
aagtattcat tcctgcagaa cccccagacc 
ccctccaaca gggaggaaac acaacagaaa 
ctgctcatcc agtcgtggct ggagcccgtg 
ctggtgtacg gcgcctctga cagcaacgtc 
atccaaacgc tgatggggag gctggaagat 
cagacctaca gcaagttcga cacaaactca 
gggctgctct actgcttcag gaaggacatg 
cagtgccgct ctgtggaggg atcctgtggc 



gacaacgcta tgctccgcgc ccatcgtctg 60 
tttgaagaag cctatatccc aaaggaacag 120 
tccctctgtt tctcagagtc tattccgaca 180 
tccaacctag agctgctccg catctccctg 240 
cagttcctca ggagtgtctt cgccaacagc 300 
tatgacctcc taaaggacct agaggaaggc 360 
ggcagccccc ggactgggca gatcttcaag 420 
cacaacgatg acgcactact caagaactac 480 
gacaaggtcg agacattcct gcgcatcgtg 540 
ttc 573 



<210> 1305 

<211> 191 

<212> PRT 

<213> Homo sapiens 

<400> 1305 

Phe Pro Thr lie Pro Leu Ser Arg Leu Phe Asp Asn Ala Met Leu Arg 
15 10 15 

Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe Glu 
20 25 30 

Glu Ala Tyr lie Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn Pro 
35 40 45 

Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr Pro Ser Asn Arg 
50 55 60 

Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg lie Ser Leu 
65 70 75 80 

Leu Leu lie Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg Ser Val 
85 90 95 

Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr Asp 
100 105 110 

Leu Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu Met Gly Arg Leu 
115 120 125 

Glu Asp Gly Ser Pro Arg Thr Gly Gin lie Phe Lys Gin Thr Tyr Ser 
130 135 140 

Lys Phe Asp Thr Asn Ser His Asn Asp Asp Ala Leu Leu Lys Asn Tyr 
145 150 155 160 

Gly Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys Val Glu Thr Phe 
165 170 175 

Leu Arg lie Val Gin Cys Arg Ser Val Glu Gly Ser Cys Gly Phe 
180 185 190 



<210> 1306 
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<211> 1110 
<212> PRT 

<213> Homo sapiens 
<400> 1306 

Met Arg Val Phe Cys Val Gly Leu Leu Leu Phe Ser Val Thr Trp Ala 
15 10 15 

Ala Pro Thr Phe Gin Pro Gin Thr Glu Lys Thr Lys Gin Ser Cys Val 
20 25 30 

Glu Glu Gin Arg Gin Glu Glu Lys Asn Lys Asp Asn lie Gly Phe His 
35 40 45 

His Leu Gly Lys Arg lie Asn Gin Glu Leu Ser Ser Lys Glu Asn lie 
50 55 60 

Val Gin Glu Arg Lys Lys Asp Leu Ser Leu Ser Glu Ala Ser Glu Asn 
65 70 75 80 

Lys Gly Ser Ser Lys Ser Gin Asn Tyr Phe Thr Asn Arg Gin Arg Leu 
85 90 95 

Asn Lys Glu Tyr Ser lie Ser Asn Lys Glu Asn Thr His Asn Gly Leu 
100 105 110 

Arg Met Ser lie Tyr Pro Lys Ser Thr Gly Asn Lys Gly Phe Glu Asp 
115 120 125 

Gly Asp Asp Ala lie Ser Lys Leu His Asp Gin Glu Glu Tyr Gly Ala 
130 135 140 

Ala Leu lie Arg Asn Asn Met Gin His lie Met Gly Pro Val Thr Ala 
145 150 155 160 

lie Lys Leu Leu Gly Glu Glu Asn Lys Glu Asn Thr Pro Arg Asn Val 
165 170 175 

Leu Asn lie lie Pro Ala Ser Met Asn Tyr Ala Lys Ala His Ser Lys 
180 185 190 

Asp Lys Lys Lys Pro Gin Arg Asp Ser Gin Ala Gin Lys Ser Pro Val 
195 200 205 

Lys Ser Lys Ser Thr His Arg lie Gin His Asn lie Asp Tyr Leu Lys 
210 215 220 

His Leu Ser Lys Val Lys Lys lie Pro Ser Asp Phe Glu Gly Ser Gly 
225 230 235 240 

Tyr Thr Asp Leu Gin Glu Arg Gly Asp Asn Asp lie Ser Pro Phe Ser 
245 250 255 

Gly Asp Gly Gin Pro Phe Lys Asp lie Pro Gly Lys Gly Glu Ala Thr 
260 265 270 

Gly Pro Asp Leu Glu Gly Lys Asp lie Gin Thr Gly Phe Ala Gly Pro 
275 280 285 

Ser Glu Ala Glu Ser Thr His Leu Asp Thr Lys Lys Pro Gly Tyr Asn 
290 295 300 

Glu lie Pro Glu Arg Glu Glu Asn Gly Gly Asn Thr lie Gly Thr Arg 
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305 310 315 320 

Asp Glu Thr Ala Lys Glu Ala Asp Ala Val Asp Val Ser Leu Val Glu 
325 330 335 

Gly Ser Asn Asp lie Met Gly Ser Thr Asn Phe Lys Glu Leu Pro Gly 
340 345 350 

Arg Glu Gly Asn Arg Val Asp Ala Gly Ser Gin Asn Ala His Gin Gly 
355 360 365 

Lys Val Glu Phe His Tyr Pro Pro Ala Pro Ser Lys Glu Lys Arg Lys 
370 375 380 

Glu Gly Ser Ser Asp Ala Ala Glu Ser Thr Asn Tyr Asn Glu lie Pro 
385 390 395 400 

Lys Asn Gly Lys Gly Ser Thr Arg Lys Gly Val Asp His Ser Asn Arg 
405 410 415 

Asn Gin Ala Thr Leu Asn Glu Lys Gin Arg Phe Pro Ser Lys Gly Lys 
420 425 430 

Ser Gin Gly Leu Pro lie Pro Ser Arg Gly Leu Asp Asn Glu lie Lys 
435 440 445 

Asn Glu Met Asp Ser Phe Asn Gly Pro Ser His Glu Asn lie lie Thr 
450 455 460 

His Gly Arg Lys Tyr His Tyr Val Pro His Arg Gin Asn Asn Ser Thr 
465 470 475 480 

Arg Asn Lys Gly Met Pro Gin Gly Lys Gly Ser Trp Gly Arg Gin Pro 
485 490 495 

His Ser Asn Arg Arg Phe Ser Ser Arg Arg Arg Asp Asp Ser Ser Glu 
500 505 510 

Ser Ser Asp Ser Gly Ser Ser Ser Glu Ser Asp Gly Asp Asp Ala His 
515 520 525 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
530 535 540 

Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
545 550 555 560 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
565 570 575 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
580 585 590 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
595 600 605 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
610 615 620 

Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
625 630 635 640 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
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645 650 655 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro 
660 665 670 

Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
675 680 685 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
690 695 700 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 
705 710 715 720 

Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
725 730 735 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
740 745 ' 750 

Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
755 760 765 

Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
770 775 780 

Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu 
785 790 795 800 

Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala 
805 810 815 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
820 825 830 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
835 840 845 

Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
850 855 860 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
865 870 875 880 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
885 890 895 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
900 905 910 

lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
915 920 925 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
930 935 940 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
945 950 955 960 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
965 970 975 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
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980 



985 



990 



Pro Val Ser Asp Arg Val Thr Lys 
995 1000 



Cys Cys Thr Glu Ser 
1005 



Leu Val Asn 



Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
1010 1015 1020 

Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr 
1025 1030 1035 1040 

Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu 
1045 1050 1055 

Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
1060 1065 1070 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
1075 1080 1085 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
1090 1095 1100 

Gin Ala Ala Leu Gly Leu 
1105 1110 

<210> 1307 

<211> 1578 

<212> DNA 

<213> Homo sapiens 



<400> 1307 
atgcgagttt 
caaccacaga 
aacaaagaca 
aaagaaaata 
aagggaagta 
agtatcagta 
actgggaata 
gaatatggcg 
attaaactcc 
ccagcaagta 
tcccaagccc 
gactacctaa 
tatacagatc 
ccttttaagg 
attcaaacag 
ccaggttata 
gatgaaactg 
atcatgggta 
ggcagccaaa 
gagaaaagaa 
aaaaatggca 
ttaaatgaaa 
cgtggtcttg 
aatataataa 
cggaataagg 
aggtttagtt 
gagagcgatg 



tctgtgtggg 
ctgagaaaac 
atattggttt 
ttgtccagga 
gtaaatctca 
acaaagagaa 
aagggtttga 
cagctctcat 
tgggggaaga 
tgaattatgc 
agaaaagtcc 
aacatctctc 
ttcaagagag 
acattcctgg 
ggtttgcagg 
atgagatccc 
cgaaagaggc 
gtaccaattt 
atgctcacca 
aagaaggcag 
aaggcagtac 
aacaaaggtt 
ataatgaaat 
cacatggcag 
gtatgccaca 
cccgtagaag 
gtgactag 



actactcctt 
taagcaaagc 
tcaccatttg 
aagaaagaaa 
aaattatttc 
tactcacaat 
ggatggagat 
cagaaataac 
aaacaaagag 
taaagcacac 
agtaaaaagc 
aaaagtcaaa 
aggggacaat 
taaaggagaa 
cccaagtgaa 
agagagagaa 
agatgctgtt 
taaggagctc 
agggaaggtt 
tagtgatgca 
cagaaagggt 
tcctagtaag 
caaaaacgaa 
aaaatatcat 
agggaaaggc 
ggatgacagt 



ttcagtgtga 
tgtgtggaag 
ggcaagagaa 
gatttgtccc 
acaaatagac 
ggcctgagga 
gatgctatca 
atgcaacata 
aacacaccta 
tcgaaggata 
aaaagcaccc 
aaaatcccca 
gatatatctc 
gctactggtc 
gctgagagta 
gaaaatggtg 
gatgtcagcc 
cctggaagag 
gagtttcatt 
gctgaaagta 
gtagatcatt 
ggcaaaagtc 
atggattcct 
tatgtacccc 
tcctggggta 
agtgagtcat 



cctgggcagc 
agcagaggca 
taaatcaaga 
tttctgaagc 
agagactgaa 
tgtcaattta 
gcaaactaca 
taatggggcc 
ggaatgttct 
aaaagaagcc 
atcgtattca 
gtgattttga 
ctttcagtgg 
ctgacctaga 
ctcatcttga 
gaaataccat 
ttgtagaggg 
aaggaaacag 
accctcctgc 
ccaactataa 
ctaataggaa 
agggcctgcc 
ttaatggccc 
acagacaaaa 
gacaacccca 
ctgacagtgg 



accaacattt 60 
ggaagaaaaa 12 0 
gctatcatct 180 
cagtgagaat 240 
taaagaatat 300 
tcctaagtca 3 60 
tgaccaagaa 42 0 
agtgactgcg 480 
aaacataatc 540 
tcaaagagat 600 
acacaacatt 660 
aggcagcggt 720 
ggacggccaa 780 
aggcaaagat 840 
cacaaaaaag 900 
tggaactagg 960 
cagcaacgat 1020 
agtggatgct 1080 
accctcaaaa 1140 
tgaaattcct 1200 
ccaagcaacc 1260 
cattccttct 1320 
cagtcatgag 13 80 
taattctaca 1440 
ttccaacagg 1500 
cagttcaagt 1560 
1578 



<210> 1308 
<211> 525 
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<212> PRT 

<213> Homo sapiens 



<400> 1308 

Met Arg Val Phe Cys Val Gly Leu Leu Leu Phe Ser Val Thr Trp Ala 
15 10 15 

Ala Pro Thr Phe Gin Pro Gin Thr Glu Lys Thr Lys Gin Ser Cys Val 
20 25 30 

Glu Glu Gin Arg Gin Glu Glu Lys Asn Lys Asp Asn lie Gly Phe His 
35 40 45 

His Leu Gly Lys Arg lie Asn Gin Glu Leu Ser Ser Lys Glu Asn lie 
50 55 60 

Val Gin Glu Arg Lys Lys Asp Leu Ser Leu Ser Glu Ala Ser Glu Asn 
65 70 75 80 

Lys Gly Ser Ser Lys Ser Gin Asn Tyr Phe Thr Asn Arg Gin Arg Leu 
85 90 95 

Asn Lys Glu Tyr Ser lie Ser Asn Lys Glu Asn Thr His Asn Gly Leu 
100 105 110 

Arg Met Ser lie Tyr Pro Lys Ser Thr Gly Asn Lys Gly Phe Glu Asp 
115 120 125 

Gly Asp Asp Ala lie Ser Lys Leu His Asp Gin Glu Glu Tyr Gly Ala 
130 135 140 

Ala Leu lie Arg Asn Asn Met Gin His lie Met Gly Pro Val Thr Ala 
145 150 155 160 

lie Lys Leu Leu Gly Glu Glu Asn Lys Glu Asn Thr Pro Arg Asn Val 
165 170 175 

Leu Asn lie lie Pro Ala Ser Met Asn Tyr Ala Lys Ala His Ser Lys 
180 185 190 

Asp Lys Lys Lys Pro Gin Arg Asp Ser Gin Ala Gin Lys Ser Pro Val 
195 200 205 

Lys Ser Lys Ser Thr His Arg lie Gin His Asn lie Asp Tyr Leu Lys 
210 215 220 

His Leu Ser Lys Val Lys Lys lie Pro Ser Asp Phe Glu Gly Ser Gly 
225 230 235 240 

Tyr Thr Asp Leu Gin Glu Arg Gly Asp Asn Asp lie Ser Pro Phe Ser 
245 250 255 

Gly Asp Gly Gin Pro Phe Lys Asp lie Pro Gly Lys Gly Glu Ala Thr 
260 265 270 

Gly Pro Asp Leu Glu Gly Lys Asp lie Gin Thr Gly Phe Ala Gly Pro 
275 280 285 

Ser Glu Ala Glu Ser Thr His Leu Asp Thr Lys Lys Pro Gly Tyr Asn 
290 295 300 

Glu lie Pro Glu Arg Glu Glu Asn Gly Gly Asn Thr lie Gly Thr Arg 
305 310 315 320 
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Asp Glu Thr Ala Lys Glu Ala Asp Ala Val Asp Val Ser Leu Val Glu 
325 330 335 



Gly Ser Asn Asp lie Met Gly Ser Thr Asn Phe Lys Glu Leu Pro Gly 
340 345 350 

Arg Glu Gly Asn Arg Val Asp Ala Gly Ser Gin Asn Ala His Gin Gly 
355 360 365 

Lys Val Glu Phe His Tyr Pro Pro Ala Pro Ser Lys Glu Lys Arg Lys 
370 375 380 

Glu Gly Ser Ser Asp Ala Ala Glu Ser Thr Asn Tyr Asn Glu lie Pro 
385 390 395 400 

Lys Asn Gly Lys Gly Ser Thr Arg Lys Gly Val Asp His Ser Asn Arg 
405 410 415 

Asn Gin Ala Thr Leu Asn Glu Lys Gin Arg Phe Pro Ser Lys Gly Lys 
420 425 430 

Ser Gin Gly Leu Pro lie Pro Ser Arg Gly Leu Asp Asn Glu lie Lys 
435 440 445 

Asn Glu Met Asp Ser Phe Asn Gly Pro Ser His Glu Asn lie lie Thr 
450 455 460 

His Gly Arg Lys Tyr His Tyr Val Pro His Arg Gin Asn Asn Ser Thr 
465 470 475 480 

Arg Asn Lys Gly Met Pro Gin Gly Lys Gly Ser Trp Gly Arg Gin Pro 
485 490 495 

His Ser Asn Arg Arg Phe Ser Ser Arg Arg Arg Asp Asp Ser Ser Glu 
500 505 510 

Ser Ser Asp Ser Gly Ser Ser Ser Glu Ser Asp Gly Asp 
515 520 525 



<210> 1309 

<211> 774 

<212> PRT 

<213> Homo sapiens 

<400> 1309 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
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85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
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420 



425 



430 



Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 620 

Met Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys 
625 630 635 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin lie 
660 665 670 

Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr 
675 680 685 

Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 
690 695 700 

Glu Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met 
705 710 715 720 

Asn Ala Asp Ser lie Leu Ala Val Lys Lys Tyr Phe Arg Arg lie Thr 
725 730 735 

Leu Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu lie Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu 
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755 



760 



765 



Arg Leu Arg Arg Lys Glu 
770 



<210> 1310 

<211> 495 

<212> DNA 

<213> Homo sapiens 

<400> 1310 

tgtgatctgc ctcaaaccca cagcctgggt 
atgaggagaa tctctctttt ctcctgcttg 
gaggagtttg gcaaccagtt ccaaaaggct 
cagcagatct tcaatctctt cagcacaaag 
ctagacaaat tctacactga actctaccag 
caggaggaga gggtgggaga aactcccctg 
aaatacttcc gaagaatcac tctctatctg 
gaggttgtca gagcagaaat catgagatcc 
ttaaggagga aggaa 



agcaggagga ccttgatgct cctggcacag 60 
aaggacagac atgactttgg atttccccag 12 0 
gaaaccatcc ctgtcctcca tgagatgatc 180 
gactcatctg ctgcttggga tgagaccctc 240 
cagctgaatg acttggaagc ctgtgtgatg 300 
atgaatgcgg actccatctt ggctgtgaag 360 
acagagaaga aatacagccc ttgtgcctgg 420 
ctctctttat caacaaactt gcaagaaaga 480 

495 



<210> 1311 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 1311 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met Asn 
100 105 110 

Ala Asp Ser He Leu Ala Val Lys Lys Tyr Phe Arg Arg He Thr Leu 
115 120 125 

Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu Arg 
145 150 155 160 

Leu Arg Arg Lys Glu 
165 

<210> 1312 
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<211> 38 
<212> DNA 

<213> Homo sapiens 
<400> 1312 

caagctgcct taggcttatg tgatctgcct caaaccca 38 



<210> 1313 
<211> 39 
<212> DNA 

<213> Homo sapiens 
<400> 1313 

gcgcatggcg cgccttattc cttcctcctt aatctttct 39 



<210> 1314 
<211> 774 
<212> PRT 

<213> Homo sapiens 
<400> 1314 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
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210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
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545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 620 

Met Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys 
625 630 635 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin lie 
660 665 670 

Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr 
675 680 685 

Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 
690 695 700 

Glu Ser Cys Val Met Gin Glu Val Gly Val He Glu Ser Pro Leu Met 
705 710 715 720 

Tyr Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr 
725 730 735 

Leu Tyr Leu Thr Glu Lys Lys Tyr Ser Ser Cys Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu He Met Arg Ser Phe Ser Leu Ser lie Asn Leu Gin Lys 
755 760 765 

Arg Leu Lys Ser Lys Glu 
770 



<210> 1315 

<211> 495 

<212> DNA 

<213> Homo sapiens 

<400> 1315 

tgtgatctgc ctcaaaccca cagcctgggt agcaggagga ccttgatgct cctggcacag 60 
atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 
gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 
cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggga tgagaccctc 240 
ctagacaaat tctacactga actctaccag cagctgaatg acctggagtc ctgtgtgatg 300 
caggaagtgg gggtgataga gtctcccctg atgtacgagg actccatcct ggctgtgagg 360 
aaatacttcc aaagaatcac tctatatctg acagagaaga aatacagctc ttgtgcctgg 420 
gaggttgtca gagcagaaat catgagatcc ttctctttat caatcaactt gcaaaaaaga 480 
ttgaagagta aggaa 495 
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<210> 1316 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 1316 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin lie Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ser Cys Val Met Gin Glu Val Gly Val lie Glu Ser Pro Leu Met Tyr 
100 105 110 

Glu Asp Ser lie Leu Ala Val Arg Lys Tyr Phe Gin Arg lie Thr Leu 
115 120 125 

Tyr Leu Thr Glu Lys Lys Tyr Ser Ser Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu lie Met Arg Ser Phe Ser Leu Ser lie Asn Leu Gin Lys Arg 
145 150 155 160 

Leu Lys Ser Lys Glu 
165 



<210> 1317 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1317 

caagctgcct taggcttatg tgatctgcct caaaccca 38 

<210> 1318 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1318 

gcgcatggcg cgcctcattc cttactcttc aatctttt 38 

<210> 1319 
<211> 774 
<212> PRT 

<213> Homo sapiens 
<400> 1319 
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Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 
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Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 620 

Met Leu Leu Ala Gin Met Arg Arg He Ser Leu Phe Ser Cys Leu Lys 
625 630 635 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He 
660 665 670 
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Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr 
675 680 685 



Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Met 
690 695 700 

Glu Ala Cys Val lie Gin Glu Val Gly Val Glu Glu Thr Pro Leu Met 
705 710 715 720 

Asn Val Asp Ser lie Leu Ala Val Lys Lys Tyr Phe Gin Arg lie Thr 
725 730 735 

Leu Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu lie Met Arg Ser Phe Ser Leu Ser Lys lie Phe Gin Glu 
755 760 765 

Arg Leu Arg Arg Lys Glu 
770 

<210> 1320 

<211> 495 

<212> DNA 

<213> Homo sapiens 



<400> 1320 
tgtgatctgc 
atgaggagaa 
gaggagtttg 
cagcagatct 
ctagacaaat 
caggaggttg 
aaatacttcc 
gaggttgtca 
ttaaggagga 



ctcaaaccca 
tctctctttt 
gcaaccagtt 
tcaatctctt 
tctacactga 
gggtggaaga 
aaagaatcac 
gagcagaaat 
aggaa 



cagcctgggt 
ctcctgcttg 
ccaaaaggct 
cagcacaaag 
actctaccag 
gactcccctg 
tctttatctg 
catgagatcc 



agcaggagga 
aaggacagac 
gaaaccatcc 
gactcatctg 
cagctgaatg 
atgaatgtgg 
acagagaaga 
ttctctttat 



ccttgatgct 
atgactttgg 
ctgtcctcca 
ctgcttggga 
acatggaagc 
actccatctt 
aatacagccc 
caaaaatttt 



cctggcacag 
atttccccag 
tgagatgatc 
tgagaccctc 
ctgcgtgata 
ggctgtgaag 
ttgtgcttgg 
tcaagaaaga 



60 

120 

180 

240 

300 

360 

420 

480 

495 



<210> 1321 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 1321 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Met Glu 
85 90 95 

Ala Cys Val He Gin Glu Val Gly Val Glu Glu Thr Pro Leu Met Asn 
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100 



105 



110 



Val Asp Ser lie Leu Ala Val Lys Lys Tyr Phe Gin Arg lie Thr Leu 
115 120 125 

Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu lie Met Arg Ser Phe Ser Leu Ser Lys lie Phe Gin Glu Arg 
145 150 155 160 

Leu Arg Arg Lys Glu 
165 

<210> 1322 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1322 

caagctgcct taggcttatg tgatctgcct caaaccca 38 



<210> 1323 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1323 

gcgcatggcg cgccttattc cttcctcctt aatctttct 39 



<210> 1324 
<211> 774 
<212> PRT 

<213> Homo sapiens 
<400> 1324 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
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130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
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465 



470 



475 



480 



Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 
610 615 620 

Met Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys 
625 630 635 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin lie 
660 665 670 

Phe Asn Leu Phe Thr Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Asp 
675 680 685 

Leu Leu Asp Lys Phe Cys Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 
690 695 700 

Glu Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met 
705 710 715 720 

Asn Ala Asp Ser lie Leu Ala Val Lys Lys Tyr Phe Arg Arg lie Thr 
725 730 735 

Leu Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu lie Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu 
755 760 765 

Arg Leu Arg Arg Lys Glu 
770 



<210> 1325 
<211> 495 
<212> DNA 



954 



<213> Homo 



sapiens 



<400> 1325 
tgtgatctgc 
atgaggagaa 
gaggagtttg 
cagcagatct 
ctagacaaat 
caggaggaga 
aaatacttcc 
gaggttgtca 
ttaaggagga 



ctcaaaccca 
tctctctttt 
gcaaccagtt 
tcaacctctt 
tctgcaccga 
gggtgggaga 
gaagaatcac 
gagcagaaat 
aggaa 



cagcctgggt 
ctcctgcttg 
ccaaaaggct 
taccacaaaa 
actctaccag 
aactcccctg 
tctctatctg 
catgagatcc 



agcaggagga 
aaggacagac 
gaaaccatcc 
gattcatctg 
cagctgaatg 
atgaatgcgg 
acagagaaga 
ctctctttat 



ccttgatgct 
atgactttgg 
ctgtcctcca 
ctgcttggga 
acttggaagc 
actccatctt 
aatacagccc 
caacaaactt 



cctggcacag 
atttccccag 
tgagatgatc 
tgaggacctc 
ctgtgtgatg 
ggctgtgaag 
ttgtgcctgg 
gcaagaaaga 



60 

120 

180 

240 

300 

360 

420 

480 

495 



<210> 1326 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 1326 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Thr Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Asp Leu 
65 70 75 80 

Leu Asp Lys Phe Cys Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met Asn 
100 105 110 

Ala Asp Ser He Leu Ala Val Lys Lys Tyr Phe Arg Arg He Thr Leu 
115 120 125 

Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu Arg 
145 150 155 160 

Leu Arg Arg Lys Glu 
165 

<210> 1327 

<211> 38 

<212> DNA 

<213> Homo sapiens 



<400> 1327 

caagctgcct taggcttatg tgatctgcct caaaccca 



38 



<210> 1328 
<211> 39 
<212> DNA 



955 



<213> Homo sapiens 



<400> 1328 

gcgcatggcg cgccttattc cttcctcctt aatctttct 

<210> 1329 
<211> 774 
<212> PRT 

<213> Homo sapiens 
<400> 1329 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 



Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 



275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu 



957 



610 615 620 

Met Leu Leu Ala Gin Met Arg Lys lie Ser Leu Phe Ser Cys Leu Lys 
625 630 635 640 

Asp Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe 
645 650 655 

Gin Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin lie 
660 665 670 

Phe Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr 
675 680 685 

Leu Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu 
690 695 700 

Glu Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met 
705 710 715 720 

Asn Val Asp Ser lie Leu Ala Val Lys Lys Tyr Phe Arg Arg lie Thr 
725 730 735 

Leu Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val 
740 745 750 

Arg Ala Glu lie Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu 
755 760 765 

Arg Leu Arg Arg Lys Glu 
770 



<210> 1330 

<211> 495 

<212> DNA 

<213> Homo sapiens 

<400> 1330 

tgtgatctgc ctcaaaccca cagcctgggt agcaggagga ccttgatgct cctggcacag 60 
atgaggagaa tctctctttt ctcctgcttg aaggacagac atgactttgg atttccccag 120 
gaggagtttg gcaaccagtt ccaaaaggct gaaaccatcc ctgtcctcca tgagatgatc 180 
cagcagatct tcaatctctt cagcacaaag gactcatctg ctgcttggga tgagaccctc 240 
ctagacaaat tctacactga actctaccag cagctgaatg acttggaagc ctgtgtgatg 300 
caggaggaga gggtgggaga aactcccctg atgaatgcgg actccatctt ggctgtgaag 360 
aaatacttcc gaagaatcac tctctatctg acagagaaga aatacagccc ttgtgcctgg 42 0 
gaggttgtca gagcagaaat catgagatcc ctctctttat caacaaactt gcaagaaaga 480 
ttaaggagga aggaa 495 

<210> 1331 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 1331 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 



958 



Lys Ala Glu Thr lie Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 



Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val Met Gin Glu Glu Arg Val Gly Glu Thr Pro Leu Met Asn 
100 105 110 

Ala Asp Ser He Leu Ala Val Lys Lys Tyr Phe Arg Arg He Thr Leu 
115 120 125 

Tyr Leu Thr Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Leu Ser Leu Ser Thr Asn Leu Gin Glu Arg 
145 150 155 160 

Leu Arg Arg Lys Glu 
165 

<210> 1332 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1332 

agaagtgctg caaggctgac g 21 



<210> 1333 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1333 

acctgaccta caggaaagag 20 



<210> 1334 
<211> 621 
<212> PRT 

<213> Homo sapiens 
<400> 1334 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Arg Cys Leu Ser Ser Ser Ala Val 
20 25 30 

Ala Asn Arg Ser Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
35 40 45 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala 
50 55 60 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
65 70 75 80 



959 



Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
85 90 95 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
100 105 110 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
115 120 125 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
130 135 140 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
145 150 155 160 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
165 170 175 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
180 185 190 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
195 200 205 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
210 215 " 220 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
225 230 235 240 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
245 250 255 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
260 265 270 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
275 280 285 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
290 295 300 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
305 310 315 320 

Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
325 330 335 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
340 345 350 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
355 360 365 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
370 375 380 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
385 390 395 400 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
405 410 415 



Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
420 425 430 



Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
435 440 445 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
450 455 460 

Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys 
465 470 475 480 

Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu 
485 490 495 

Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys 
500 505 510 

Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu 
515 520 525 

Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr 
530 535 540 

Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys 
545 550 555 560 

Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr 
565 570 575 

Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu 
580 585 590 

Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly 
595 600 605 

Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
610 615 620 



<210> 1335 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 1335 

cgatgtctta gctcttccgc agttgccaac cgcagc 



<210> 1336 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<400> 1336 

Arg Cys Leu Ser Ser Ser Ala Val Ala Asn Arg Ser 
15 10 



<210> 1337 
<211> 619 



961 



<212> PRT 

<213> Homo sapiens 



<400> 1337 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Gly Arg Arg Tyr Gly His Ala 
20 25 30 

Leu Arg Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
35 40 45 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
50 55 60 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
65 70 75 80 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
85 90 95 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
100 105 110 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
115 120 125 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
130 135 140 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
145 150 155 160 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
165 170 175 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
180 185 190 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
195 200 205 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
210 215 220 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
225 230 235 240 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
245 250 255 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
260 265 270 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
275 280 285 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
290 295 300 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
305 310 315 320 



962 



Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
325 330 335 



Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
340 345 350 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
355 360 365 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
370 375 380 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
385 390 395 400 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
405 410 415 

Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
420 425 430 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
435 440 445 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
450 455 460 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
465 470 475 480 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
485 490 495 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
500 505 510 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
515 520 525 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
530 535 540 

Ala Asp He Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin 
545 550 555 560 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
565 570 575 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
580 585 590 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
595 600 605 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
610 615 



<210> 1338 
<211> 30 
<212> DNA 



963 



<213> Homo sapiens 



<400> 1338 

agcggccggc gctacggcca cgcgctgagg 



<210> 1339 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 1339 

Ser Gly Arg Arg Tyr Gly His Ala Leu Arg 
15 10 

<210> 1340 

<211> 0 

<212> DNA 

<213> Homo sapiens 

<400> 1340 
000 

<210> 1341 

<211> 0 

<212> DNA 

<213> Homo sapiens 

<400> 1341 
000 

<210> 1342 

<211> 0 

<212> DNA 

<2 1 3 > Homo sapiens 

<400> 1342 
000 

<210> 1343 

<211> 000 

<212> DNA 

<213> Homo sapiens 

<400> 1343 
000 

<210> 1344 

<211> 000 

<212> DNA 

<213> Homo sapiens 

<400> 1344 
000 

<210> 1345 

<211> 99 

<212> DNA 

<213> Homo sapiens 

<400> 1345 

tgctccaatc tctctacttg cgttctgggg aagttgagtc aggaattaca taagctgcaa 
acttacccgc gtaccaacac tggttctggt acacctggt 



964 



<210> 1346 

<211> 1695 

<212> DNA 

<213> Homo sapiens 



<400> 1346 
atggcggcgg 
cttgcactac 
ctctttgggg 
cagacggatc 
aatgcaccct 
acaagtgtag 
cttcccaaaa 
acattagatc 
atggatttca 
ccacagatac 
atgcgaattc 
ttcctgacga 
gatggaaact 
cagtcagcat 
gaagataaaa 
gttccagtcc 
gatgaacagc 
atggatggct 
gcctttttac 
tttaaagtct 
ttctttgaca 
aagaatgatt 
aaagttattg 
ggagtgaatc 
aaaaatggat 
aacgtgcttg 
cgtccatctg 
cagctaattg 
cttacaccaa 



cgggccggct 
tgggagtcgg 
ccgaggcctg 
tcttcgtgct 
attttaaacc 
tccctgggga 
attatgccaa 
ctaacaatat 
atggtgatct 
tattaggagg 
cacattctca 
cattgaatgc 
tctctgtcag 
ttgcagactt 
attgccaaaa 
tacaagattt 
aaccaactga 
atccagacgc 
tggagaacgt 
actgggagct 
tttacgaaga 
ttgccattca 
ttcttagtgg 
aacctggacc 
cagctggcca 
gtttaggtcg 
gagaaaaatc 
tcattccata 
gtaat 



cccgagctcc 
gccggtccca 
gggcaccctt 
gcgggaaaga 
caaagtaaag 
ttatgatgga 
gagtgaatta 
gaccatactc 
aattcctgat 
gaatttatca 
tgcatttatt 
caccactagt 
tactatattg 
tgatggagat 
gagtaccatc 
cagcaataag 
aataccaatt 
tctggtcata 
cccttgtaat 
gacagaccta 
tggaatcttg 
tacactaaaa 
tctgtgttct 
ttatatcatg 
actcagccaa 
gagcgcaaat 
tatacgaaaa 
ccctcacaat 



tgggccctct 
gcgcgggcgc 
gcggctttcg 
aatgacttaa 
gtatctttca 
gattctcaaa 
ggagctgtta 
aataggactt 
atttttggta 
tggcatccag 
gatctgactg 
accttccagt 
gaaaaacctc 
ggacacatgg 
tacttagtga 
ggcacactct 
ccaattaccc 
ctaaagaaca 
aatgcaagct 
aatcaaatta 
gacattgtag 
aataactttg 
aatgactgtc 
tatacaactg 
tccgcacatt 
tttcttgacc 
caagagtgga 
gtccctcgaa 



tctcgccgct 
tgcacaacgt 
gggacctcaa 
tcgtcttttt 
agaatcacag 
tggatgtcct 
tcttctgggg 
ttcaagatga 
tcacaaatga 
cattgaccac 
aagattttac 
ttgaaatatg 
aaaatatgat 
atcatttact 
gatctgggat 
ggggctttgt 
ttcatattgg 
catctggaag 
gtgaagaggc 
aggatgccat 
tgctaagtaa 
aagcagatgc 
ctcgtaagat 
tagatgcaaa 
tagctctcca 
atctctacgt 
ctgcaatcat 
gttggagtgc 



cctcgcaggg 
cacggccgag 
ctccgacaag 
ggcagaccag 
tgcattgata 
tctgacatat 
acaaaatcaa 
gccactaatt 
atccaaccag 
tacaagtaaa 
agcagattta 
ggaaaatttg 
ggtggttgga 
gccaggctgt 
gaagcagtgg 
gccatttgtg 
agactacaat 
caaccagcag 
gcgtcgaatg 
ggttgccacc 
aggatataca 
ttattttgtt 
aacacccttt 
tgggtatctg 
actaccatac 
tggtattccc 
tccaaattcc 
caaactgtat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1695 



<210> 1347 

<211> 1695 

<212> DNA 

<213> Homo sapiens 



<400> 1347 

atggcggcgg cgggccggct cccgagctcc tgggccctct tctcgccgct cctcgcaggg 60 
cttgcactac tgggagtcgg gccggtccca gcgcgggcgc tgcacaacgt cacggccgag 12 0 
ctctttgggg ccgaggcctg gggcaccctt gcggctttcg gggacctcaa ctccgacaag 180 
cagacggatc tcttcgtgct gcgggaaaga aatgacttaa tcgtcttttt ggcagaccag 240 
aatgcaccct attttaaacc caaagtaaag gtatctttca agaatcacag tgcattgata 300 
acaagtgtag tccctgggga ttatgatgga gattctcaaa tggatgtcct tctgacatat 360 
cttcccaaaa attatgccaa gagtgaatta ggagctgtta tcttctgggg acaaaatcaa 42 0 
acattagatc ctaacaatat gaccatactc aataggactt ttcaagatga gccactaatt 480 
atggatttca atggtgatct aattcctgat atttttggta tcacaaatga atccaaccag 540 
ccacagatac tattaggagg gaatttatca tggcatccag cattgaccac tacaagtaaa 600 
atgcgaattc cacattctca tgcatttatt gatctgactg aagattttac agcagattta 660 
ttcctgacga cattgaatgc caccactagt accttccagt ttgaaatatg ggaaaatttg 720 
gatggaaact tctctgtcag tactatattg gaaaaacctc aaaatatgat ggtggttgga 780 
cagtcagcat ttgcagactt tgatggagat ggacacatgg atcatttact gccaggctgt 840 
gaagataaaa attgccaaaa gagtaccatc tacttagtga gatctgggat gaagcagtgg 900 
gttccagtcc tacaagattt cagcaataag ggcacactct ggggctttgt gccatttgtg 960 
gatgaacagc aaccaactga aataccaatt ccaattaccc ttcatattgg agactacaat 1020 
atggatggct atccagacgc tctggtcata ctaaagaaca catctggaag caaccagcag 1080 
gcctttttac tggagaacgt cccttgtaat aatgcaagct gtgaagaggc gcgtcgaatg 1140 



965 



tttaaagtct 
ttctttgaca 
aagaatgatt 
aaagttattg 
ggagtgaatc 
aaaaatggat 
aacgtgcttg 
cgtccatctg 
cagctaattg 
cttacaccaa 



actgggagct 
tttacgaaga 
ttgccattca 
ttcttagtgg 
aacctggacc 
cagctggcca 
gtttaggtcg 
gagaaaaatc 
tcattccata 
gtaat 



gacagaccta 
tggaatcttg 
tacactaaaa 
tctgtgttct 
ttatatcatg 
actcagccaa 
gagcgcaaat 
tatacgaaaa 
ccctcacaat 



aatcaaatta 
gacattgtag 
aataactttg 
aatgactgtc 
tatacaactg 
tccgcacatt 
tttcttgacc 
caagagtgga 
gtccctcgaa 



aggatgccat 
tgctaagtaa 
aagcagatgc 
ctcgtaagat 
tagatgcaaa 
tagctctcca 
atctctacgt 
ctgcaatcat 
gttggagtgc 



ggttgccacc 
aggatataca 
ttattttgtt 
aacacccttt 
tgggtatctg 
actaccatac 
tggtattccc 
tccaaattcc 
caaactgtat 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1695 



<210> 1348 

<211> 627 

<212> DNA 

<213> Homo sapiens 



<400> 1348 

atgtggaaat ggatactgac acattgtgcc tcagcctttc cccacctgcc cggctgctgc 60 

tgctgctgct ttttgttgct gttcttggtg tcttccgtcc ctgtcacctg ccaagccctt 120 

ggtcaggaca tggtgtcacc agaggccacc aactcttctt cctcctcctt ctcctctcct 180 

tccagcgcgg gaaggcatgt gcggagctac aatcaccttc aaggagatgt ccgctggaga 240 

aagctattct ctttcaccaa gtactttctc aagattgaga agaacgggaa ggtcagcggg 3 00 

accaagaagg agaactgccc gtacagcatc ctggagataa catcagtaga aatcggagtt 3 60 

gttgccgtca aagccattaa cagcaactat tacttagcca tgaacaagaa ggggaaactc 42 0 

tatggctcaa aagaatttaa caatgactgt aagctgaagg agaggataga ggaaaatgga 480 

tacaatacct atgcatcatt taactggcag cataatggga ggcaaatgta tgtggcattg 540 

aatggaaaag gagctccaag gagaggacag aaaacacgaa ggaaaaacac ctctgctcac 600 

tttcttccaa tggtggtaca ctcatag 627 



<210> 1349 

<211> 627 

<212> DNA 

<213> Homo sapiens 



<400> 1349 

atgtggaaat ggatactgac acattgtgcc 
tgctgctgct ttttgttgct gttcttggtg 
ggtcaggaca tggtgtcacc agaggccacc 
tccagcgcgg gaaggcatgt gcggagctac 
aagctattct ctttcaccaa gtactttctc 
accaagaagg agaactgccc gtacagcatc 
gttgccgtca aagccattaa cagcaactat 
tatggctcaa aagaatttaa caatgactgt 
tacaatacct atgcatcatt taactggcag 
aatggaaaag gagctccaag gagaggacag 
tttcttccaa tggtggtaca ctcatag 



tcagcctttc cccacctgcc cggctgctgc 60 

tcttccgtcc ctgtcacctg ccaagccctt 120 

aactcttctt cctcctcctt ctcctctcct 180 

aatcaccttc aaggagatgt ccgctggaga 240 

aagattgaga agaacgggaa ggtcagcggg 3 00 

ctggagataa catcagtaga aatcggagtt 3 60 

tacttagcca tgaacaagaa ggggaaactc 42 0 

aagctgaagg agaggataga ggaaaatgga 480 

cataatggga ggcaaatgta tgtggcattg 540 

aaaacacgaa ggaaaaacac ctctgctcac 600 

627 



<210> 1350 

<211> 792 

<212> DNA 

<213> Homo sapiens 



<400> 1350 
atggccctgg 
actccgtctg 
acagttgtga 
agatttggac 
gagctggcag 
tgctaccgaa 
ctgctggtga 
ggtcctggcg 
ctgtaccgcg 



tgctgatcct 
tccccccagc 
cccctggggt 
ttttcaagcc 
aattctttct 
ggccagactg 
cagaggagct 
ccaacgtgag 
agggcgtggc 



ccagctgctg 
ttcataccac 
caacgtgacc 
tggagagatc 
ggaggaggtg 
ggggccgggt 
gccgcggccg 
cctgcgctgc 
ggccccgctg 



accctctggc 
cctaagccat 
ttgagatgcc 
gctccccttc 
actccagccc 
gtctggtccc 
tcgctggtgg 
gcgggccgcc 
cagtaccgcc 



ctctgtgtca 
ggctgggagc 
gggcacccca 
tcttccggga 
aagggggaag 
agcccagcga 
cgctgcccgg 
tgcggaacat 
actccgcgca 



cacagacatc 
tcagccggct 
acccgcttgg 
tgtgtcctcc 
ttaccgctgc 
tgtcctggag 
gccggtggtg 
gagcttcgtg 
gccctgggcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 



966 



gacttcacgc tgctgggcgc ccgcgccccc ggcacctaca gctgctacta tcacacgccc 600 

tccgcgccct acgtgctgtc gcagcgcagc gaggtgctgg tcatcagctg ggaagactct 660 

ggctcctccg actacacccg ggggaaccta gtccgcctgg ggctggccgg gctggtcctc 72 0 

atctccctgg gcgcgctggt cacttttgac tggcgcagtc agaaccgcgc tcctgctggt 780 

atccgcccct ga 792 



<210> 1351 

<211> 561 

<212> DNA 

<213> Homo sapiens 



<400> 1351 

atgaccaaca agtgtctcct ccaaattgct ctcctgttgt gcttctccac tacagctctt 60 

tccatgagct acaacttgct tggattccta caaagaagca gcaattttca gtgtcagaag 120 

ctcctgtggc aattgaatgg gaggcttgaa tattgcctca aggacaggat gaactttgac 180 

atccctgagg agattaagca gctgcagcag ttccagaagg aggacgccgc attgaccatc 240 

tatgagatgc tccagaacat ctttgctatt ttcagacaag attcatctag cactggctgg 300 

aatgagacta ttgttgagaa cctcctggct aatgtctatc atcagataaa ccatctgaag 360 

acagtcctgg aagaaaaact ggagaaagaa gatttcacca ggggaaaact catgagcagt 42 0 

ctgcacctga aaagatatta tgggaggatt ctgcattacc tgaaggccaa ggagtacagt 480 

cactgtgcct ggaccatagt cagagtggaa atcctaagga acttttactt cattaacaga 540 

cttacaggtt acctccgaaa c 561 



<210> 1352 

<211> 627 

<212> DNA 

<213> Homo sapiens 



<400> 1352 
atgtggaaat 
tgctgctgct 
ggtcaggaca 
tccagcgcgg 
aagctattct 
accaagaagg 
gttgccgtca 
tatggctcaa 
tacaatacct 
aatggaaaag 
tttcttccaa 



ggatactgac 
ttttgttgct 
tggtgtcacc 
gaaggcatgt 
ctttcaccaa 
agaactgccc 
aagccattaa 
aagaatttaa 
atgcatcatt 
gagctccaag 
tggtggtaca 



acattgtgcc 
gttcttggtg 
agaggccacc 
gcggagctac 
gtactttctc 
gtacagcatc 
cagcaactat 
caatgactgt 
taactggcag 
gagaggacag 
ctcatag 



tcagcctttc 
tcttccgtcc 
aactcttctt 
aatcaccttc 
aagattgaga 
ctggagataa 
tacttagcca 
aagctgaagg 
cataatggga 
aaaacacgaa 



cccacctgcc 
ctgtcacctg 
cctcctcctt 
aaggagatgt 
agaacgggaa 
catcagtaga 
tgaacaagaa 
agaggataga 
ggcaaatgta 
ggaaaaacac 



cggctgctgc 
ccaagccctt 
ctcctctcct 
ccgctggaga 
ggtcagcggg 
aatcggagtt 

ggggaaactc 

ggaaaatgga 
tgtggcattg 
ctctgctcac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
627 



<210> 1353 

<211> 576 

<212> DNA 

<213> Homo sapiens 



<400> 1353 
atgggggtgc 
ctgggcctcc 
aggtacctct 
agcttgaatg 
atggaggtcg 
gtcctgcggg 
catgtggata 
gcccagaagg 
actgctgaca 
aagctgtaca 



acgaatgtcc 
cagtcctggg 
tggaggccaa 
agaatatcac 
ggcagcaggc 
gccaggccct 
aagccgtcag 
aagccatctc 
ctttccgcaa 
caggggaggc 



tgcctggctg 
cgccccacca 
ggaggccgag 
tgtcccagac 
cgtagaagtc 
gttggtcaac 
tggccttcgc 
ccctccagat 
actcttccga 
ctgcaggaca 



tggcttctcc 
cgcctcatct 
aatatcacga 
accaaagtta 
tggcagggcc 
tcttcccagc 
agcctcacca 
gcggcctcag 
gtctactcca 
ggggac 



tgtccctgct 
gtgacagccg 
cgggctgtgc 
atttctatgc 
tggccctgct 
cgtgggagcc 
ctctgcttcg 
ctgctccact 
atttcctccg 



gtcgctccct 
agtcctggag 
tgaacactgc 
ctggaagagg 
gtcggaagct 
cctgcagctg 
ggctctggga 
ccgaacaatc 
gggaaagctg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
576 



<210> 1354 

<211> 576 

<212> DNA 

<213> Homo sapiens 



967 



<400> 1354 
atgggggtgc 
ctgggcctcc 
aggtacctct 
agcttgaatg 
atggaggtcg 
gtcctgcggg 
catgtggata 
gcccagaagg 
actgctgaca 
aagctgtaca 



acgaatgtcc 
cagtcctggg 
tggaggccaa 
agaatatcac 
ggcagcaggc 
gccaggccct 
aagccgtcag 
aagccatctc 
ctttccgcaa 
caggggaggc 



tgcctggctg 
cgccccacca 
ggaggccgag 
tgtcccagac 
cgtagaagtc 
gttggtcaac 
tggccttcgc 
ccctccagat 
actcttccga 
ctgcaggaca 



tggcttctcc 
cgcctcatct 
aatatcacga 
accaaagtta 
tggcagggcc 
tc ttcccagc 
agcctcacca 
gcggcctcag 
gtctactcca 
ggggac 



tgtccctgct 
gtgacagccg 
cgggctgtgc 
atttctatgc 
tggccctgct 
cgtgggagcc 
ctctgcttcg 
ctgctccact 
atttcctccg 



gtcgctccct 
agtcctggag 
tgaacactgc 
ctggaagagg 
gtcggaagct 
cctgcagctg 
ggctctggga 
ccgaacaatc 
gggaaagctg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
576 



<210> 1355 

<211> 576 

<212> DNA 

<213> Homo sapiens 



<400> 1355 
atgggggtgc 
ctgggcctcc 
aggtacctct 
agcttgaatg 
atggaggtcg 
gtcctgcggg 
catgtggata 
gcccagaagg 
actgctgaca 
aagctgtaca 



acgaatgtcc 
cagtcctggg 
tggaggccaa 
agaatatcac 
ggcagcaggc 
gccaggccct 
aagccgtcag 
aagccatctc 
ctttccgcaa 
caggggaggc 



tgcctggctg 
cgccccacca 
ggaggccgag 
tgtcccagac 
cgtagaagtc 
gttggtcaac 
tggccttcgc 
ccctccagat 
actcttccga 
ctgcaggaca 



tggcttctcc 
cgcctcatct 
aatatcacga 
accaaagtta 
tggcagggcc 
tcttcccagc 
agcctcacca 
gcggcctcag 
gtctactcca 
ggggac 



tgtccctgct 
gtgacagccg 
cgggctgtgc 
atttctatgc 
tggccctgct 
cgtgggagcc 
ctctgcttcg 
ctgctccact 
atttcctccg 



gtcgctccct 
agtcctggag 
tgaacactgc 
ctggaagagg 
gtcggaagct 
cctgcagctg 
ggctctggga 
ccgaacaatc 
gggaaagctg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
576 



<210> 1356 

<211> 627 

<212> DNA 

<213> Homo sapiens 



<400> 1356 
atgtggaaat 
tgctgctgct 
ggtcaggaca 
tccagcgcgg 
aagctattct 
accaagaagg 
gttgccgtca 
tatggctcaa 
tacaatacct 
aatggaaaag 
tttcttccaa 



ggatactgac 
ttttgttgct 
tggtgtcacc 
gaaggcatgt 
ctttcaccaa 
agaactgccc 
aagccattaa 
aagaatttaa 
atgcatcatt 
gagctccaag 
tggtggtaca 



acattgtgcc 
gttcttggtg 
agaggccacc 
gcggagctac 
gtactttctc 
gtacagcatc 
cagcaactat 
caatgactgt 
taactggcag 
gagaggacag 
ctcatag 



tcagcctttc 
tcttccgtcc 
aactcttctt 
aatcaccttc 
aagattgaga 
ctggagataa 
tacttagcca 
aagctgaagg 
cataatggga 
aaaacacgaa 



cccacctgcc 
ctgtcacctg 
cctcctcctt 
aaggagatgt 
agaacgggaa 
catcagtaga 
tgaacaagaa 
agaggataga 
ggcaaatgta 
ggaaaaacac 



cggctgctgc 
ccaagccctt 
ctcctctcct 
ccgctggaga 
ggtcagcggg 
aatcggagtt 
ggggaaactc 
ggaaaatgga 
tgtggcattg 
ctctgctcac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
627 



<210> 1357 

<211> 627 

<212> DNA 

<213> Homo sapiens 



<400> 1357 
atgtggaaat 
tgctgctgct 
ggtcaggaca 
tccagcgcgg 
aagctattct 
accaagaagg 
gttgccgtca 
tatggctcaa 
tacaatacct 
aatggaaaag 



ggatactgac 
ttttgttgct 
tggtgtcacc 
gaaggcatgt 
ctttcaccaa 
agaactgccc 
aagccattaa 
aagaatttaa 
atgcatcatt 
gagctccaag 



acattgtgcc 
gttcttggtg 
agaggccacc 
gcggagctac 
gtactttctc 
gtacagcatc 
cagcaactat 
caatgactgt 
taactggcag 
gagaggacag 



tcagcctttc 
tcttccgtcc 
aactcttctt 
aatcaccttc 
aagattgaga 
ctggagataa 
tacttagcca 
aagctgaagg 
cataatggga 
aaaacacgaa 



cccacctgcc 
ctgtcacctg 
cctcctcctt 
aaggagatgt 
agaacgggaa 
catcagtaga 
tgaacaagaa 
agaggataga 
ggcaaatgta 
ggaaaaacac 



cggctgctgc 
ccaagccctt 
ctcctctcct 
ccgctggaga 
ggtcagcggg 
aatcggagtt 

ggggaaactc 

ggaaaatgga 
tgtggcattg 
ctctgctcac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 



968 



tttcttccaa tggtggtaca ctcatag 



627 



<210> 1358 
<211> 627 
<212> DNA 

<213> Homo sapiens 



<400> 1358 

atgtggaaat ggatactgac acattgtgcc tcagcctttc cccacctgcc cggctgctgc 60 

tgctgctgct ttttgttgct gttcttggtg tcttccgtcc ctgtcacctg ccaagccctt 120 

ggtcaggaca tggtgtcacc agaggccacc aactcttctt cctcctcctt ctcctctcct 180 

tccagcgcgg gaaggcatgt gcggagctac aatcaccttc aaggagatgt ccgctggaga 240 

aagctattct ctttcaccaa gtactttctc aagattgaga agaacgggaa ggtcagcggg 300 

accaagaagg agaactgccc gtacagcatc ctggagataa catcagtaga aatcggagtt 360 

gttgccgtca aagccattaa cagcaactat tacttagcca tgaacaagaa ggggaaactc 420 

tatggctcaa aagaatttaa caatgactgt aagctgaagg agaggataga ggaaaatgga 480 

tacaatacct atgcatcatt taactggcag cataatggga ggcaaatgta tgtggcattg 540 

aatggaaaag gagctccaag gagaggacag aaaacacgaa ggaaaaacac ctctgctcac 600 

tttcttccaa tggtggtaca ctcatag 627 



<210> 1359 
<211> 1290 
<212> DNA 

<213> Homo sapiens 



<400> 1359 
atgtgtcctg 
caggggaagc 
ctgggggtgc 
aacgtgaagg 
accagggtgg 
tcgactacgc 
actgccacag 
aggcatgagc 
gacccctctc 
gcctgggata 
ggctgggaga 
aagagcaaaa 
gacatcagtg 
cacagcagtg 
gagagcgtgc 
gaggaggaca 
gccggggctg 
tgggacagct 
ttcttcccct 
catctcaagt 
atctccgtcc 
atgagcgtgg 



gggcactgtg 
cactgcagag 
ctggaggtgg 
tggatttcct 
agccgccgca 
cagcgtccaa 
aggacttccc 
agatcaccag 
atgacctgaa 
gtgctacaga 
ccttggaagt 
ataagctgga 
tccccccagg 
ggaccaagga 
tcaagaagct 
cggatggcca 
gcagccactg 
ggatcattgc 
tggctgacga 
tccccacaaa 
tctacaagga 
cagagtgtgg 



ggtggccctg 
ctggggacga 
gctgcctgag 
gcgcagcctt 
gtacatgatt 
cattgtgcgg 
cttccagaag 
agctgagctc 
aggaagcgtg 
gaccaagacc 
gtccagcgcc 
agtgactgtg 
ttccagaaac 
gaccaggctg 
gtccaaggac 
cgtggctgcg 
tcaaaagacc 
acccaaggag 
tgtgacgccg 
ggtgggcaag 
tgacatgggg 
gtgcaggtag 



cccctgctgt 
gggtctgctg 
cacaccttca 
aacctgagtg 
gacctgtaca 
agcttcagca 
cacatcttgc 
cgactctatg 
gtcatttatg 
ttcctggtgt 
gtgaagcgct 
gagagccaca 
ctgcccttct 
gagctgaggg 
ggctccacag 
gggtcgactt 
tccctgcggg 
tatgaagcct 
acgaaacacg 
gcctgctgtg 
gtgcccaccc 



ccctgctggc 
ggggaaacgc 
acctgaagat 
gggtcccttc 
acaggtacac 
tggaagatgc 
tcttcaacat 
tctcctgtca 
atgttctgga 
cccaggacat 
gggtccggtc 
ggaagggctg 
ttgttgtctt 
agatgatcag 
aggcaggtga 
tagccaggcg 
taaacttcga 
acgagtgtaa 
ctatcgtgca 
tgcccaccaa 
tcaagtacca 



tggctcccta 
ccacagccca 
gtttctggag 
gcaggacaaa 
gtccgataag 
catctccata 
ctccattcct 
aaatcacgtg 
tggaacagat 
tcaggatgag 
cgactccacc 
cgacacgctg 
ctccaatgac 
ccatgaacaa 
gagcagtcac 
gaaaaggagc 
ggacatcggc 
gggcggctgc 
gaccctggtg 
actgagcccc 
ttacgagggc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1290 



<210> 1360 

<211> 1290 

<212> DNA 

<213> Homo sapiens 



<400> 1360 
atgtgtcctg 
caggggaagc 
ctgggggtgc 
aacgtgaagg 
accagggtgg 
tcgactacgc 
actgccacag 
aggcatgagc 



gggcactgtg 
cactgcagag 
ctggaggtgg 
tggatttcct 
agccgccgca 
cagcgtccaa 
aggacttccc 
agatcaccag 



ggtggccctg 
ctggggacga 
gctgcctgag 
gcgcagcctt 
gtacatgatt 
cattgtgcgg 
cttccagaag 
agctgagctc 



cccctgctgt 
gggtctgctg 
cacaccttca 
aacctgagtg 
gacctgtaca 
agcttcagca 
cacatcttgc 
cgactctatg 



ccctgctggc 
ggggaaacgc 
acctgaagat 
gggtcccttc 
acaggtacac 
tggaagatgc 
tcttcaacat 
tctcctgtca 



tggctcccta 
ccacagccca 
gtttctggag 
gcaggacaaa 
gtccgataag 
catctccata 
ctccattcct 
aaatcacgtg 



60 
120 
180 
240 
300 
360 
420 
480 



969 



gacccctctc 
gcctgggata 
ggctgggaga 
aagagcaaaa 
gacatcagtg 
cacagcagtg 
gagagcgtgc 
gaggaggaca 
gccggggctg 
tgggacagct 
ttcttcccct 
catctcaagt 
atctccgtcc 
atgagcgtgg 



atgacctgaa 
gtgctacaga 
ccttggaagt 
ataagctgga 
tccccccagg 
ggaccaagga 
tcaagaagct 
cggatggcca 
gcagccactg 
ggatcattgc 
tggctgacga 
tccccacaaa 
tctacaagga 
cagagtgtgg 



aggaagcgtg 
gaccaagacc 
gtccagcgcc 
agtgactgtg 
ttccagaaac 
gaccaggctg 
gtccaaggac 
cgtggctgcg 
tcaaaagacc 
acccaaggag 
tgtgacgccg 
ggtgggcaag 
tgacatgggg 
gtgcaggtag 



gtcatttatg 
ttcctggtgt 
gtgaagcgct 
gagagccaca 
ctgcccttct 
gagctgaggg 
ggctccacag 
gggtcgactt 
tccctgcggg 
tatgaagcct 
acgaaacacg 
gcctgctgtg 
gtgcccaccc 



atgttctgga 
cccaggacat 
gggtccggtc 
ggaagggctg 
ttgttgtctt 
agatgatcag 
aggcaggtga 
tagccaggcg 
taaacttcga 
acgagtgtaa 
ctatcgtgca 
tgcccaccaa 
tcaagtacca 



tggaacagat 
tcaggatgag 
cgactccacc 
cgacacgctg 
ctccaatgac 
ccatgaacaa 
gagcagtcac 
gaaaaggagc 
ggacatcggc 
gggcggctgc 
gaccctggtg 
actgagcccc 
ttacgagggc 



540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1290 



<210> 1361 

<211> 1290 

<212> DNA 

<213> Homo sapiens 



<400> 1361 
atgtgtcctg 
caggggaagc 
ctgggggtgc 
aacgtgaagg 
accagggtgg 
tcgactacgc 
actgccacag 
aggcatgagc 
gacccctctc 
gcctgggata 
ggctgggaga 
aagagcaaaa 
gacatcagtg 
cacagcagtg 
gagagcgtgc 
gaggaggaca 
gccggggctg 
tgggacagct 
ttcttcccct 
catctcaagt 
atctccgtcc 
atgagcgtgg 



gggcactgtg 
cactgcagag 
ctggaggtgg 
tggatttcct 
agccgccgca 
cagcgtccaa 
aggacttccc 
agatcaccag 
atgacctgaa 
gtgctacaga 
ccttggaagt 
ataagctgga 
tccccccagg 
ggaccaagga 
tcaagaagct 
cggatggcca 
gcagccactg 
ggatcattgc 
tggctgacga 
tccccacaaa 
tctacaagga 
cagagtgtgg 



ggtggccctg 
ctggggacga 
gctgcctgag 
gcgcagcctt 
gtacatgatt 
cattgtgcgg 
cttccagaag 
agctgagctc 
aggaagcgtg 
gaccaagacc 
gtccagcgcc 
agtgactgtg 
ttccagaaac 
gaccaggctg 
gtccaaggac 
cgtggctgcg 
tcaaaagacc 
acccaaggag 
tgtgacgccg 
ggtgggcaag 
tgacatgggg 
gtgcaggtag 



cccctgctgt 
gggtctgctg 
cacaccttca 
aacctgagtg 
gacctgtaca 
agcttcagca 
cacatcttgc 
cgactctatg 
gtcatttatg 
ttcctggtgt 
gtgaagcgct 
gagagccaca 
ctgcccttct 
gagctgaggg 
ggctccacag 
gggtcgactt 
tccctgcggg 
tatgaagcct 
acgaaacacg 
gcctgctgtg 
gtgcccaccc 



ccctgctggc 
ggggaaacgc 
acctgaagat 
gggtcccttc 
acaggtacac 
tggaagatgc 
tcttcaacat 
tctcctgtca 
atgttctgga 
cccaggacat 
gggtccggtc 
ggaagggctg 
ttgttgtctt 
agatgatcag 
aggcaggtga 
tagccaggcg 
taaacttcga 
acgagtgtaa 
ctatcgtgca 
tgcccaccaa 
tcaagtacca 



tggctcccta 
ccacagccca 
gtttctggag 
gcaggacaaa 
gtccgataag 
catctccata 
ctccattcct 
aaatcacgtg 
tggaacagat 
tcaggatgag 
cgactccacc 
cgacacgctg 
ctccaatgac 
ccatgaacaa 
gagcagtcac 
gaaaaggagc 
ggacatcggc 
gggcggctgc 
gaccctggtg 
actgagcccc 
ttacgagggc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1290 



<210> 1362 

<211> 627 

<212> DNA 

<213> Homo sapiens 



<400> 1362 
atgtggaaat 
tgctgctgct 
ggtcaggaca 
tccagcgcgg 
aagctattct 
accaagaagg 
gttgccgtca 
tatggctcaa 
tacaatacct 
aatggaaaag 
tttcttccaa 



ggatactgac 
ttttgttgct 
tggtgtcacc 
gaaggcatgt 
ctttcaccaa 
agaactgccc 
aagccattaa 
aagaatttaa 
atgcatcatt 
gagctccaag 
tggtggtaca 



acattgtgcc 
gttcttggtg 
agaggccacc 
gcggagctac 
gtactttctc 
gtacagcatc 
cagcaactat 
caatgactgt 
taactggcag 
gagaggacag 
ctcatag 



tcagcctttc 
tcttccgtcc 
aactcttctt 
aatcaccttc 
aagattgaga 
ctggagataa 
tacttagcca 
aagctgaagg 
cataatggga 
aaaacacgaa 



cccacctgcc 
ctgtcacctg 
cctcctcctt 
aaggagatgt 
agaacgggaa 
catcagtaga 
tgaacaagaa 
agaggataga 
ggcaaatgta 
ggaaaaacac 



cggctgctgc 
ccaagccctt 
ctcctctcct 
ccgctggaga 
ggtcagcggg 
aatcggagtt 
ggggaaactc 
ggaaaatgga 
tgtggcattg 
ctctgctcac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
627 



<210> 1363 



970 



<211> 1290 
<212> DNA 

<213> Homo sapiens 



<400> 1363 
atgtgtcctg 
caggggaagc 
ctgggggtgc 
aacgtgaagg 
accagggtgg 
tcgactacgc 
actgccacag 
aggcatgagc 
gacccctctc 
gcctgggata 
ggctgggaga 
aagagcaaaa 
gacatcagtg 
cacagcagtg 
gagagcgtgc 
gaggaggaca 
gccggggctg 
tgggacagct 
ttcttcccct 
catctcaagt 
atctccgtcc 
atgagcgtgg 



gggcactgtg 
cactgcagag 
ctggaggtgg 
tggatttcct 
agccgccgca 
cagcgtccaa 
aggacttccc 
agatcaccag 
atgacctgaa 
gtgctacaga 
ccttggaagt 
ataagctgga 
tccccccagg 
ggaccaagga 
tcaagaagct 
cggatggcca 
gcagccactg 
ggatcattgc 
tggctgacga 
tccccacaaa 
tctacaagga 
cagagtgtgg 



ggtggccctg 
ctggggacga 
gctgcctgag 
gcgcagcctt 
gtacatgatt 
cattgtgcgg 
cttccagaag 
agctgagctc 
aggaagcgtg 
gaccaagacc 
gtccagcgcc 
agtgactgtg 
ttccagaaac 
gaccaggctg 
gtccaaggac 
cgtggctgcg 
tcaaaagacc 
acccaaggag 
tgtgacgccg 
ggtgggcaag 
tgacatgggg 
gtgcaggtag 



cccctgctgt 
gggtctgctg 
cacaccttca 
aacctgagtg 
gacctgtaca 
agcttcagca 
cacatcttgc 
cgactctatg 
gtcatttatg 
ttcctggtgt 
gtgaagcgct 
gagagccaca 
ctgcccttct 
gagctgaggg 
ggctccacag 
gggtcgactt 
tccctgcggg 
tatgaagcct 
acgaaacacg 
gcctgctgtg 
gtgcccaccc 



ccctgctggc 
ggggaaacgc 
acctgaagat 
gggtcccttc 
acaggtacac 
tggaagatgc 
tcttcaacat 
tctcctgtca 
atgttctgga 
cccaggacat 
gggtccggtc 
ggaagggctg 
ttgttgtctt 
agatgatcag 
aggcaggtga 
tagccaggcg 
taaacttcga 
acgagtgtaa 
ctatcgtgca 
tgcccaccaa 
tcaagtacca 



tggctcccta 
ccacagccca 
gtttctggag 
gcaggacaaa 
gtccgataag 
catctccata 
ctccattcct 
aaatcacgtg 
tggaacagat 
tcaggatgag 
cgactccacc 
cgacacgctg 
ctccaatgac 
ccatgaacaa 
gagcagtcac 
gaaaaggagc 
ggacatcggc 
gggcggctgc 
gaccctggtg 
actgagcccc 
ttacgagggc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1290 



<210> 1364 
<211> 1290 
<212> DNA 
<213> Homo 



sapiens 



<400> 1364 
atgtgtcctg 
caggggaagc 
ctgggggtgc 
aacgtgaagg 
accagggtgg 
tcgactacgc 
actgccacag 
aggcatgagc 
gacccctctc 
gcctgggata 
ggctgggaga 
aagagcaaaa 
gacatcagtg 
cacagcagtg 
gagagcgtgc 
gaggaggaca 
gccggggctg 
tgggacagct 
ttcttcccct 
catctcaagt 
atctccgtcc 
atgagcgtgg 



gggcactgtg 
cactgcagag 
ctggaggtgg 
tggatttcct 
agccgccgca 
cagcgtccaa 
aggacttccc 
agatcaccag 
atgacctgaa 
gtgctacaga 
ccttggaagt 
ataagctgga 
tccccccagg 
ggaccaagga 
tcaagaagct 
cggatggcca 
gcagccactg 
ggatcattgc 
tggctgacga 
tccccacaaa 
tctacaagga 
cagagtgtgg 



ggtggccctg 
ctggggacga 
gctgcctgag 
gcgcagcctt 
gtacatgatt 
cattgtgcgg 
cttccagaag 
agctgagctc 
aggaagcgtg 
gaccaagacc 
gtccagcgcc 
agtgactgtg 
ttccagaaac 
gaccaggctg 
gtccaaggac 
cgtggctgcg 
tcaaaagacc 
acccaaggag 
tgtgacgccg 
ggtgggcaag 
tgacatgggg 
gtgcaggtag 



cccctgctgt 
gggtctgctg 
cacaccttca 
aacctgagtg 
gacctgtaca 
agcttcagca 
cacatcttgc 
cgactctatg 
gtcatttatg 
ttcctggtgt 
gtgaagcgct 
gagagccaca 
ctgcccttct 
gagctgaggg 
ggctccacag 
gggtcgactt 
tccctgcggg 
tatgaagcct 
acgaaacacg 
gcctgctgtg 
gtgcccaccc 



ccctgctggc 
ggggaaacgc 
acctgaagat 
gggtcccttc 
acaggtacac 
tggaagatgc 
tcttcaacat 
tctcctgtca 
atgttctgga 
cccaggacat 
gggtccggtc 
ggaagggctg 
ttgttgtctt 
agatgatcag 
aggcaggtga 
tagccaggcg 
taaacttcga 
acgagtgtaa 
ctatcgtgca 
tgcccaccaa 
tcaagtacca 



tggctcccta 
ccacagccca 
gtttctggag 
gcaggacaaa 
gtccgataag 
catctccata 
ctccattcct 
aaatcacgtg 
tggaacagat 
tcaggatgag 
cgactccacc 
cgacacgctg 
ctccaatgac 
ccatgaacaa 
gagcagtcac 
gaaaaggagc 
ggacatcggc 
gggcggctgc 
gaccctggtg 
actgagcccc 
ttacgagggc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1290 



<210> 1365 
<211> 1290 
<212> DNA 
<213> Homo 



sapiens 



<400> 1365 



971 



atgtgtcctg 
caggggaagc 
ctgggggtgc 
aacgtgaagg 
accagggtgg 
tcgactacgc 
actgccacag 
aggcatgagc 
gacccctctc 
gcctgggata 
ggctgggaga 
aagagcaaaa 
gacatcagtg 
cacagcagtg 
gagagcgtgc 
gaggaggaca 
gccggggctg 
tgggacagct 
ttcttcccct 
catctcaagt 
atctccgtcc 
atgagcgtgg 



gggcactgtg 
cactgcagag 
ctggaggtgg 
tggatttcct 
agccgccgca 
cagcgtccaa 
aggacttccc 
agatcaccag 
atgacctgaa 
gtgctacaga 
ccttggaagt 
ataagctgga 
tccccccagg 
ggaccaagga 
tcaagaagct 
cggatggcca 
gcagccactg 
ggatcattgc 
tggctgacga 
tccccacaaa 
tctacaagga 
cagagtgtgg 



ggtggccctg 
ctggggacga 
gctgcctgag 
gcgcagcctt 
gtacatgatt 
cattgtgcgg 
cttccagaag 
agctgagctc 
aggaagcgtg 
gaccaagacc 
gtccagcgcc 
agtgactgtg 
ttccagaaac 
gaccaggctg 
gtccaaggac 
cgtggctgcg 
tcaaaagacc 
acccaaggag 
tgtgacgccg 
ggtgggcaag 
tgacatgggg 
gtgcaggtag 



cccctgctgt 
gggtctgctg 
cacaccttca 
aacctgagtg 
gacctgtaca 
agcttcagca 
cacatcttgc 
cgactctatg 
gtcatttatg 
ttcctggtgt 
gtgaagcgct 
gagagccaca 
ctgcccttct 
gagctgaggg 
ggctccacag 
gggtcgactt 
tccctgcggg 
tatgaagcct 
acgaaacacg 
gcctgctgtg 
gtgcccaccc 



ccctgctggc 
ggggaaacgc 
acctgaagat 
gggtcccttc 
acaggtacac 
tggaagatgc 
tcttcaacat 
tctcctgtca 
atgttctgga 
cccaggacat 
gggtccggtc 
ggaagggctg 
ttgttgtctt 
agatgatcag 
aggcaggtga 
tagccaggcg 
taaacttcga 
acgagtgtaa 
ctatcgtgca 
tgcccaccaa 
tcaagtacca 



tggctcccta 
ccacagccca 
gtttctggag 
gcaggacaaa 
gtccgataag 
catctccata 
ctccattcct 
aaatcacgtg 
tggaacagat 
tcaggatgag 
cgactccacc 
cgacacgctg 
ctccaatgac 
ccatgaacaa 
gagcagtcac 
gaaaaggagc 
ggacatcggc 
gggcggctgc 
gaccctggtg 
actgagcccc 
ttacgagggc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1290 



<210> 1366 

<211> 624 

<212> DNA 

<213> Homo sapiens 



<400> 1366 

atggctggac ctgccaccca gagccccatg aagctgatgg ccctgcagct gctgctgtgg 60 

cacagtgcac tctggacagt gcaggaagcc acccccctgg gccctgccag ctccctgccc 120 

cagagcttcc tgctcaagtg cttagagcaa gtgaggaaga tccagggcga tggcgcagcg 180 

ctccaggaga agctggtgag tgagtgtgcc acctacaagc tgtgccaccc cgaggagctg 240 

gtgctgctcg gacactctct gggcatcccc tgggctcccc tgagcagctg ccccagccag 300 

gccctgcagc tggcaggctg cttgagccaa ctccatagcg gccttttcct ctaccagggg 360 

ctcctgcagg ccctggaagg gatctccccc gagttgggtc ccaccttgga cacactgcag 42 0 

ctggacgtcg ccgactttgc caccaccatc tggcagcaga tggaagaact gggaatggcc 480 

cctgccctgc agcccaccca gggtgccatg ccggccttcg cctctgcttt ccagcgccgg 540 

gcaggagggg tcctggttgc ctcccatctg cagagcttcc tggaggtgtc gtaccgcgtt 600 

ctacgccacc ttgcccagcc ctga 624 



<210> 1367 

<211> 747 

<212> DNA 

<213> Homo sapiens 



<400> 1367 

caggtacagc tgcagcagtc aggggctgag gtgaagaagc ctgggtcctc ggtgagggtc 60 

tcctgcaagg cttctggagg caccttcaac aacaatgcta tcaactgggt gcgacaggcc 12 0 

cctggacaag ggcttgagtg gatgggaggg atcatcccta tgtttggaac agcaaagtac 180 

tcacagaact tccagggcag agtcgcgatt accgcggacg aatccacggg cacagcctcc 240 

atggaactga gcagcctgag atctgaggac acggccgtgt attactgtgc gaggtcgcgg 3 00 

gacctactgc tatttccgca ccacgccctc tccccctggg gccgggggac aatggtcacc 3 60 

gtctcgagtg gtggaggcgg ttcaggcgga ggtggcagcg gcggtggcgg aagtgcattt 42 0 

tcttctgagc tgactcagga ccctgctgtg tctgtggcct tgggacagac agtcagggtc 48 0 

acatgccaag gagacagcct cagaagctat tatgcaagct ggtaccagca gaagccagga 540 

caggcccctg tacttgtcat ctatggtaaa aacaaccggc cctcagggat cccagaccga 600 

ttctctggct ccagctcagg aaacacagct tccttgacca tcactggggc tcaggcggaa 66 0 

gatgaggctg actattactg tagctcccgg gacagcagtg gtaaccattg ggtgttcggc 72 0 

ggagggaccg agctgaccgt cctaggt 747 



<210> 1368 
<211> 75 



972 



<212> DNA 

<213> Homo sapiens 



<400> 1368 

acaatgccat tcttattctg caatgtcaat gatgtatgta attttgcatc tcgaaatgat 60 
tattcatact ggctg 75 



<210> 1369 

<211> 81 

<212> DNA 

<213> Homo sapiens 



<400> 1369 

aagcagcgat ttaccacaat gccattctta ttctgcaatg tcaatgatgt atgtaatttt 60 
gcatctcgaa atgattattc a 81 



<210> 1370 

<211> 75 

<212> DNA 

<213> Homo sapiens 



<400> 1370 

acaatgccat tcttattctg caatgtcaat gatgtatgta attttgcatc tcgaaatgat 60 
tattcatact ggctg 75 



<210> 1371 

<211> 81 

<212> DNA 

<213> Homo sapiens 



<400> 1371 

aagcagcgat ttaccacaat gccattctta ttctgcaatg tcaatgatgt atgtaatttt 60 
gcatctcgaa atgattattc a 81 



<210> 1372 

<211> 186 

<212> DNA 

<213> Homo sapiens 



<400> 1372 

ttcgttaacc aacacttgtg tggttctcac 
gaaagaggtt tcttctacac tccaaagact 
agaggtattg ttgaacaatg ttgtacttct 
tgtaac 



ttggttgaag ctttgtactt ggtttgtggt 60 
aagcgtggtg gtggtccagg tcgugguaag 12 0 
atttgttctt tgtaccaatt ggaaaactac 180 

186 



<210> 1373 

<211> 186 

<212> DNA 

<213> Homo sapiens 



<400> 1373 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact aagcgtggtg gtggtccagg tagaggtaag 12 0 

agaggtattg ttgaacaatg ttgtacttct atttgttctt tgtaccaatt ggaaaactac 180 

tgtaac 186 



<210> 1374 

<211> 174 

<212> DNA 

<213> Homo sapiens 



<400> 1374 



973 



ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 
gaaagaggtt tcttctacac tccaaagact ggtggtggtc caggtaagaa gggtattgtt 
gaacaatgtt gtacttctat ttgttctttg taccaattgg aaaactactg taac 



60 
120 
174 



<210> 1375 

<211> 174 

<212> DNA 

<213> Homo sapiens 



<400> 1375 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggtggtggtc caggtaagaa gggtattgtt 120 

gaacaatgtt gtacttctat ttgttctttg taccaattgg aaaactactg taac 174 



<210> 1376 

<211> 615 

<212> DNA 

<213> Homo sapiens 



<400> 1376 
atggctggac 
cacagtgcac 
cagagcttcc 
ctccaggaga 
ggacactctc 
ctggcaggct 
gccctggaag 
gccgactttg 
cagcccaccc 
gtcctggttg 
cttgcccagc 



ctgccaccca 
tctggacagt 
tgctcaagtg 
agctgtgtgc 
tgggcatccc 
gcttgagcca 
ggatctcccc 
ccaccaccat 
agggtgccat 
cctcccatct 
cctga 



gagccccatg 
gcaggaagcc 
cttagagcaa 
cacctacaag 
ctgggctccc 
actccatagc 
cgagttgggt 
ctggcagcag 
gccggccttc 
gcagagcttc 



aagctgatgg 
acccccctgg 
gtgaggaaga 
ctgtgccacc 
ctgagcagct 
ggccttttcc 
cccaccttgg 
atggaagaac 
gcctctgctt 
ctggaggtgt 



ccctgcagct 
gccctgccag 
tccagggcga 
ccgaggagct 
gccccagcca 
tctaccaggg 
acacactgca 
tgggaatggc 
tccagcgccg 
cgtaccgcgt 



gctgctgtgg 
ctccctgccc 
tggcgcagcg 
ggtgctgctc 
ggccctgcag 
gctcctgcag 
gctggacgtc 
ccctgccctg 
ggcaggaggg 
tctacgccac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
615 



<210> 1377 

<211> 615 

<212> DNA 

<213> Homo sapiens 



<400> 1377 

atggctggac ctgccaccca gagccccatg 
cacagtgcac tctggacagt gcaggaagcc 
cagagcttcc tgctcaagtg cttagagcaa 
ctccaggaga agctgtgtgc cacctacaag 
ggacactctc tgggcatccc ctgggctccc 
ctggcaggct gcttgagcca actccatagc 
gccctggaag ggatctcccc cgagttgggt 
gccgactttg ccaccaccat ctggcagcag 
cagcccaccc agggtgccat gccggccttc 
gtcctggttg cctcccatct gcagagcttc 
cttgcccagc cctga 



aagctgatgg 


ccctgcagct 


gctgctgtgg 


60 


acccccctgg 


gccctgccag 


ctccctgccc 


120 


gtgaggaaga 


tccagggcga 


tggcgcagcg 


180 


ctgtgccacc 


ccgaggagct 


ggtgctgctc 


240 


ctgagcagct 


gccccagcca 


ggccctgcag 


300 


ggccttttcc 


tctaccaggg 


gctcctgcag 


360 


cccaccttgg 


acacactgca 


gctggacgtc 


420 


atggaagaac 


tgggaatggc 


ccctgccctg 


480 


gcctctgctt 


tccagcgccg 


ggcaggaggg 


540 


ctggaggtgt 


cgtaccgcgt 


tctacgccac 


600 








615 



<210> 1378 

<211> 615 

<212> DNA 

<213> Homo sapiens 



<400> 1378 
atggctggac 
cacagtgcac 
cagagcttcc 
ctccaggaga 
ggacactctc 
ctggcaggct 
gccctggaag 



ctgccaccca 
tctggacagt 
tgctcaagtg 
agctgtgtgc 
tgggcatccc 
gcttgagcca 
ggatctcccc 



gagccccatg 
gcaggaagcc 
cttagagcaa 
cacctacaag 
ctgggctccc 
actccatagc 
cgagttgggt 



aagctgatgg 
acccccctgg 
gtgaggaaga 
ctgtgccacc 
ctgagcagct 
ggccttttcc 
cccaccttgg 



ccctgcagct 
gccctgccag 
tccagggcga 
ccgaggagct 
gccccagcca 
tctaccaggg 
acacactgca 



gctgctgtgg 
ctccctgccc 
tggcgcagcg 
ggtgctgctc 
ggccctgcag 
gctcctgcag 
gctggacgtc 



60 
120 
180 
240 
300 
360 
420 
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gccgactttg ccaccaccat ctggcagcag atggaagaac tgggaatggc ccctgccctg 480 

cagcccaccc agggtgccat gccggccttc gcctctgctt tccagcgccg ggcaggaggg 540 

gtcctggttg cctcccatct gcagagcttc ctggaggtgt cgtaccgcgt tctacgccac 600 

cttgcccagc cctga 615 

<210> 1379 

<211> 600 

<212> DNA 

<213> Homo sapiens 



<400> 1379 
atggctttca 
atttggttgg 
caccaaggtt 
actgatcaat 
agaactttcc 
actgaaggtg 
taccaaattg 
ggtatgccaa 
gttttgcaag 
tctcaccaaa 



ctgaacactc 
ctagaaagat 
tgaacaagaa 
ggtctgaatt 
acgttttgtt 
atttccacca 
aagaattgat 
ttaacgttgg 
aattgtctca 
ctggtattcc 



tccattgact 
tagatctgat 
cattaacttg 
gactgaagct 
ggctagattg 
agctattcac 
gattttgttg 
tgatggtggt 
atggactgtt 
agctagaggt 



ccacacagaa 
ttgactgctt 
gattctgctg 
gaaagattgc 
ttggaagatc 
actttgttgt 
gaatacaaga 
ttgttcgaaa 
agatctattc 
tctcactaca 



gagatttgtg 
tgactgaatc 
atggtatgcc 
aagaaaactt 
aacaagttca 
tgcaagttgc 
ttccaagaaa 
agaagttgtg 
acgatttgag 
ttgctaacaa 



ttctagatct 
ttacgttaag 
agttgcttct 
gcaagcttac 
cttcactcca 
tgctttcgct 
cgaagctgat 
gggtttgaag 
attcatttct 
caagaagatg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 



<210> 1380 

<211> 600 

<212> DNA 

<213> Homo sapiens 



<400> 1380 
atggctttca 
atttggttgg 
caccaaggtt 
actgatcaat 
agaactttcc 
actgaaggtg 
taccaaattg 
ggtatgccaa 
gttttgcaag 
tctcaccaaa 



ctgaacactc 
ctagaaagat 
tgaacaagaa 
ggtctgaatt 
acgttttgtt 
atttccacca 
aagaattgat 
ttaacgttgg 
aattgtctca 
ctggtattcc 



tccattgact 
tagatctgat 
cattaacttg 
gactgaagct 
ggctagattg 
agctattcac 
gattttgttg 
tgatggtggt 
atggactgtt 
agctagaggt 



ccacacagaa 
ttgactgctt 
gattctgctg 
gaaagattgc 
ttggaagatc 
actttgttgt 
gaatacaaga 
ttgttcgaaa 
agatctattc 
tctcactaca 



gagatttgtg 
tgactgaatc 
atggtatgcc 
aagaaaactt 
aacaagttca 
tgcaagttgc 
ttccaagaaa 
agaagttgtg 
acgatttgag 
ttgctaacaa 



ttctagatct 
ttacgttaag 
agttgcttct 
gcaagcttac 
cttcactcca 
tgctttcgct 
cgaagctgat 
gggtttgaag 
attcatttct 
caagaagatg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 



<210> 1381 
<211> 192 
<212> DNA 
<213> Homo 



sapiens 



<400> 1381 
ttcgttaacc 
gaaagaggtt 
caaactggta 
tactgtaact 



aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 

ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

aa 192 



<210> 1382 

<211> 192 

<212> DNA 

<213> Homo sapiens 

<400> 1382 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 12 0 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaact aa 192 



<210> 1383 
<211> 792 
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<212> DNA 

<213> Homo sapiens 



<400> 1383 

atggccctgg tgctgatcct ccagctgctg accctctggc ctctgtgtca cacagacatc 60 

actccgtctg tccccccagc ttcataccac cctaagccat ggctgggagc tcagccggct 120 

acagttgtga cccctggggt caacgtgacc ttgagatgcc gggcacccca acccgcttgg 180 

agatttggac ttttcaagcc tggagagatc gctccccttc tcttccggga tgtgtcctcc 240 

gagctggcag aattctttct ggaggaggtg actccagccc aagggggaag ttaccgctgc 3 00 

tgctaccgaa ggccagactg ggggccgggt gtctggtccc agcccagcga tgtcctggag 3 60 

ctgctggtga cagaggagct gccgcggccg tcgctggtgg cgctgcccgg gccggtggtg 420 

ggtcctggcg ccaacgtgag cctgcgctgc gcgggccgcc tgcggaacat gagcttcgtg 480 

ctgtaccgcg agggcgtggc ggccccgctg cagtaccgcc actccgcgca gccctgggcc 540 

gacttcacgc tgctgggcgc ccgcgccccc ggcacctaca gctgctacta tcacacgccc 600 

tccgcgccct acgtgctgtc gcagcgcagc gaggtgctgg tcatcagctg ggaagactct 660 

ggctcctccg actacacccg ggggaaccta gtccgcctgg ggctggccgg gctggtcctc 720 

atctccctgg gcgcgctggt cacttttgac tggcgcagtc agaaccgcgc tcctgctggt 780 

atccgcccct ga 792 

<210> 1384 

<211> 189 

<212> DNA 

<213> Homo sapiens 

<400> 1384 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaac 189 

<210> 1385 

<211> 174 

<212> DNA 

<213> Homo sapiens 

<400> 1385 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggtggtggtc caggtaagag aggtattgtt 120 

gaacaatgtt gtacttctat ttgttctttg taccaattgg aaaactactg taac 174 



<210> 1386 

<211> 201 

<212> DNA 

<213> Homo sapiens 

<400> 1386 

gtgagtgaaa tacagcttat gcataacctg ggaaaacatc tgaactcgat ggagagagta 60 

gaatggctgc gtaagaagct gcaggatgtg cacaattttt ctgtgagtga aatacagctt 12 0 

atgcataacc tgggaaaaca tctgaactcg atggagagag tagaatggct gcgtaagaag 180 
ctgcaggatg tgcacaattt t 2 01 



<210> 1387 

<211> 498 

<212> DNA 

<213> Homo sapiens 



<400> 1387 

atgagctaca acttgcttgg attcctacaa agaagcagca attttcagtg tcagaagctc 60 

ctgtggcaat tgaatgggag gcttgaatat tgcctcaagg acaggatgaa ctttgacatc 12 0 

cctgaggaga ttaagcagct gcagcagttc cagaaggagg acgccgcatt gaccatctat 180 

gagatgctcc agaacatctt tgctattttc agacaagatt catctagcac tggctggaat 240 
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gagactattg ttgagaacct cctggctaat gtctatcatc agataaacca tctgaagaca 300 
gtcctggaag aaaaactgga gaaagaagat ttcaccaggg gaaaactcat gagcagtctg 3 60 
cacctgaaaa gatattatgg gaggattctg cattacctga aggccaagga gtacagtcac 420 
tgtgcctgga ccatagtcag agtggaaatc ctaaggaact tttacttcat taacagactt 480 
acaggttacc tccgaaac 498 



<210> 1388 

<211> 498 

<212> DNA 

<213> Homo sapiens 

<400> 1388 

atgagctaca acttgcttgg attcctacaa 
ctgtggcaat tgaatgggag gcttgaatat 
cctgaggaga ttaagcagct gcagcagttc 
gagatgctcc agaacatctt tgctattttc 
gagactattg ttgagaacct cctggctaat 
gtcctggaag aaaaactgga gaaagaagat 
cacctgaaaa gatattatgg gaggattctg 
tgtgcctgga ccatagtcag agtggaaatc 
acaggttacc tccgaaac 



agaagcagca attttcagtg tcagaagctc 60 
tgcctcaagg acaggatgaa ctttgacatc 12 0 
cagaaggagg acgccgcatt gaccatctat 180 
agacaagatt catctagcac tggctggaat 240 
gtctatcatc agataaacca tctgaagaca 3 00 
ttcaccaggg gaaaactcat gagcagtctg 3 60 
cattacctga aggccaagga gtacagtcac 42 0 
ctaaggaact tttacttcat taacagactt 480 

498 



<210> 1389 

<211> 498 

<212> DNA 

<213> Homo sapiens 



<400> 1389 
atgagctaca 
ctgtggcaat 
cctgaggaga 
gagatgctcc 
gagactattg 
gtcctggaag 
cacctgaaaa 
tgtgcctgga 
acaggttacc 



acttgcttgg 
tgaatgggag 
ttaagcagct 
agaacatctt 
ttgagaacct 
aaaaactgga 
gatattatgg 
ccatagtcag 
tccgaaac 



attcctacaa 
gcttgaatat 
gcagcagttc 
tgctattttc 
cctggctaat 
gaaagaagat 
gaggattctg 
agtggaaatc 



agaagcagca 
tgcctcaagg 
cagaaggagg 
agacaagatt 
gtctatcatc 
ttcaccaggg 
cattacctga 
ctaaggaact 



attttcagtg 
acaggatgaa 
acgccgcatt 
catctagcac 
agataaacca 
gaaaactcat 
aggccaagga 
tttacttcat 



tcagaagctc 60 
ctttgacatc 120 
gaccatctat 180 
tggctggaat 240 
tctgaagaca 300 
gagcagtctg 360 
gtacagtcac 420 
taacagactt 480 
498 



<210> 1390 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 1390 

gctggttgta agaacttctt ctggaagact ttcacttctt gt 42 

<210> 1391 
<211> 543 
<212> DNA 
<213> Homo sapiens 

<400> 1391 

atgaaaagca tttactttgt ggctgggtta tttgtaatgc 
cgttcccttc aagacacaga ggagaaatcc agatcattct 
ctcagtgatc ctgatcagat gaacgaggac aagcgccatt 
gactacagca agtatctgga ctccaggcgt gcccaagatt 
accaagagga acaggaataa cattgccaaa cgtcacgatg 
gggaccttta ccagtgatgt aagttcttat ttggaaggcc 
gcttggctgg tgaaaggccg aggaaggcga gatttcccag 



tggtacaagg cagctggcaa 60 

cagcttccca ggcagaccca 12 0 

cacagggcac attcaccagt 180 

ttgtgcagtg gttgatgaat 240 

aatttgagag acatgctgaa 3 00 

aagctgccaa ggaattcatt 360 

aagaggtcgc cattgttgaa 42 0 
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gaacttggcc gcagacatgc tgatggttct ttctctgatg agatgaacac cattcttgat 
aatcttgccg ccagggactt tataaactgg ttgattcaga ccaaaatcac tgacaggaaa 
taa 



480 
540 
543 



<210> 1392 

<211> 99 

<212> DNA 

<213> Homo sapiens 



<400> 1392 

tgctccaatc tctctacttg cgttctgggg aagttgagtc aggaattaca taagctgcaa 60 
acttacccgc gtaccaacac tggttctggt acacctggt 99 



<210> 1393 

<211> 192 

<212> DNA 

<213> Homo sapiens 



<400> 1393 

ttcgttaacc aacacttgtg tggttctcac ttggttgagg ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaact aa 192 



<210> 1394 

<211> 192 

<212> DNA 

<213> Homo sapiens 



<400> 1394 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 12 0 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaact aa 192 

<210> 1395 

<211> 42 

<212> DNA 

<213> Homo sapiens 



<400> 1395 

gctggttgta agaacttctt ctggaagact ttcacttctt gt 



42 



<210> 1396 

<211> 84 

<212> DNA 

<213> Homo sapiens 

<400> 1396 

tctgctaact ctaacccagc tatggctcca agagaaagaa aggctggttg taagaacttc 60 
ttctggaaga ctttcacttc ttgt 84 



<210> 1397 

<211> 84 

<212> DNA 

<213> Homo sapiens 



<400> 1397 

tctgctaact ctaacccagc tatggctcca agagaaagaa aggctggttg taagaacttc 60 
ttctggaaga ctttcacttc ttgt 84 



<210> 1398 
<211> 258 
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<212> DNA 

<213> Homo sapiens 



<400> 1398 

ttcgttaacc aacacttgtg tggttctcac 
gaaagaggtt tcttctacac tccaaagact 
caagttgaat tgggtggtgg tccaggtgct 
tctttgcaaa agagaggtat tgttgaacaa 
ttggaaaact actgtaac 



ttggttgaag ctttgtactt ggtttgtggt 60 
agaagagaag ctgaagattt gcaagttggt 12 0 
ggttctttgc aaccattggc tttggaaggt 180 
tgttgtactt ctatttgttc tttgtaccaa 240 

258 



<210> 1399 

<211> 222 

<212> DNA 

<213> Homo sapiens 



<400> 1399 

accaagactg aatcctcctc acggggacct taccacccct cagagtgctg cttcacctac 60 

actacctaca agatcccgcg tcagcggatt atggattact atgagaccaa cagccagtgc 12 0 

tccaagcccg gaattgtctt catcaccaaa aggggccatt ccgtctgtac caaccccagt 180 

gacaagtggg tccaggacta tatcaaggac atgaaggaga ac 222 

<210> 1400 

<211> 222 

<212> DNA 

<213> Homo sapiens 



<400> 1400 

accaagactg aatcctcctc acggggacct taccacccct cagagtgctg cttcacctac 60 

actacctaca agatcccgcg tcagcggatt atggattact atgagaccaa cagccagtgc 12 0 

tccaagcccg gaattgtctt catcaccaaa aggggccatt ccgtctgtac caaccccagt 180 

gacaagtggg tccaggacta tatcaaggac atgaaggaga ac 222 



<210> 1401 

<211> 222 

<212> DNA 

<213> Homo sapiens 



<400> 1401 

accaagactg aatcctcctc acggggacct taccacccct cagagtgctg cttcacctac 60 

actacctaca agatcccgcg tcagcggatt atggattact atgagaccaa cagccagtgc 12 0 

tccaagcccg gaattgtctt catcaccaaa aggggccatt ccgtctgtac caaccccagt 180 

gacaagtggg tccaggacta tatcaaggac atgaaggaga ac 222 



<210> 1402 

<211> 222 

<212> DNA 

<213> Homo sapiens 



<400> 1402 

accaagactg aatcctcctc acggggacct 
actacctaca agatcccgcg tcagcggatt 
tccaagcccg gaattgtctt catcaccaaa 
gacaagtggg tccaggacta tatcaaggac 



taccacccct cagagtgctg cttcacctac 60 

atggattact atgagaccaa cagccagtgc 120 

aggggccatt ccgtctgtac caaccccagt 180 

atgaaggaga ac 222 



<210> 1403 

<211> 222 

<212> DNA 

<213> Homo sapiens 



<400> 1403 

accaagactg aatcctcctc acggggacct taccacccct cagagtgctg cttcacctac 60 

actacctaca agatcccgcg tcagcggatt atggattact atgagaccaa cagccagtgc 12 0 

tccaagcccg gaattgtctt catcaccaaa aggggccatt ccgtctgtac caaccccagt 180 
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gacaagtggg tccaggacta tatcaaggac atgaaggaga ac 



222 



<210> 1404 

<211> 222 

<212> DNA 

<213> Homo sapiens 



<400> 1404 

accaagactg aatcctcctc acggggacct taccacccct cagagtgctg cttcacctac 60 

actacctaca agatcccgcg tcagcggatt atggattact atgagaccaa cagccagtgc 120 

tccaagcccg gaattgtctt catcaccaaa aggggccatt ccgtctgtac caaccccagt 180 

gacaagtggg tccaggacta tatcaaggac atgaaggaga ac 222 



<210> 1405 

<211> 222 

<212> DNA 

<213> Homo sapiens 



<400> 1405 

accaagactg aatcctcctc acggggacct taccacccct cagagtgctg cttcacctac 60 

actacctaca agatcccgcg tcagcggatt atggattact atgagaccaa cagccagtgc 120 

tccaagcccg gaattgtctt catcaccaaa aggggccatt ccgtctgtac caaccccagt 180 

gacaagtggg tccaggacta tatcaaggac atgaaggaga ac 222 



<210> 1406 

<211> 222 

<212> DNA 

<213> Homo sapiens 



<400> 1406 

accaagactg aatcctcctc acggggacct taccacccct cagagtgctg cttcacctac 60 

actacctaca agatcccgcg tcagcggatt atggattact atgagaccaa cagccagtgc 120 

tccaagcccg gaattgtctt catcaccaaa aggggccatt ccgtctgtac caaccccagt 180 

gacaagtggg tccaggacta tatcaaggac atgaaggaga ac 222 



<210> 1407 

<211> 222 

<212> DNA 

<213> Homo sapiens 



<400> 1407 

accaagactg aatcctcctc acggggacct taccacccct cagagtgctg cttcacctac 60 

actacctaca agatcccgcg tcagcggatt atggattact atgagaccaa cagccagtgc 120 

tccaagcccg gaattgtctt catcaccaaa aggggccatt ccgtctgtac caaccccagt 180 

gacaagtggg tccaggacta tatcaaggac atgaaggaga ac 222 



<210> 1408 

<211> 222 

<212> DNA 

<213> Homo sapiens 



<400> 1408 

accaagactg aatcctcctc acggggacct taccacccct cagagtgctg cttcacctac 60 

actacctaca agatcccgcg tcagcggatt atggattact atgagaccaa cagccagtgc 120 

tccaagcccg gaattgtctt catcaccaaa aggggccatt ccgtctgtac caaccccagt 180 

gacaagtggg tccaggacta tatcaaggac atgaaggaga ac 222 



<210> 1409 

<211> 189 

<212> DNA 

<213> Homo sapiens 



<400> 1409 
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ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaac 189 

<210> 1410 
<211> 189 
<212> DNA 

<213> Homo sapiens 
<400> 1410 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 
gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 
caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 
tactgtaac 189 

<210> 1411 
<211> 189 
<212> DNA 

<213> Homo sapiens 
<400> 1411 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 
gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 
caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 
tactgtaac 189 

<210> 1412 

<211> 189 

<212> DNA 

<213> Homo sapiens 

<400> 1412 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaac 189 

<210> 1413 

<211> 615 

<212> DNA 

<213> Homo sapiens 



<400> 1413 
atggctggac 
cacagtgcac 
cagagcttcc 
ctccaggaga 
ggacactctc 
ctggcaggct 
gccctggaag 
gccgactttg 
cagcccaccc 
gtcctggttg 
cttgcccagc 



ctgccaccca 
tctggacagt 
tgctcaagtg 
agctgtgtgc 
tgggcatccc 
gcttgagcca 
ggatctcccc 
ccaccaccat 
agggtgccat 
cctcccatct 
cctga 



gagccccatg 
gcaggaagcc 
cttagagcaa 
cacctacaag 
ctgggctccc 
actccatagc 
cgagttgggt 
ctggcagcag 
gccggccttc 
gcagagcttc 



aagctgatgg 
acccccctgg 
gtgaggaaga 
ctgtgccacc 
ctgagcagct 
ggccttttcc 
cccaccttgg 
atggaagaac 
gcctctgctt 
ctggaggtgt 



ccctgcagct 
gccctgccag 
tccagggcga 
ccgaggagct 
gccccagcca 
tctaccaggg 
acacactgca 
tgggaatggc 
tccagcgccg 
cgtaccgcgt 



gctgctgtgg 
ctccctgccc 
tggcgcagcg 
ggtgctgctc 
ggccctgcag 
gctcctgcag 
gctggacgtc 
ccctgccctg 
ggcaggaggg 
tctacgccac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
615 



<210> 1414 

<211> 615 

<212> DNA 

<213> Homo sapiens 



<400> 1414 

atggctggac ctgccaccca gagccccatg aagctgatgg ccctgcagct gctgctgtgg 



60 
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cacagtgcac 
cagagcttcc 
ctccaggaga 
ggacactctc 
ctggcaggct 
gccctggaag 
gccgactttg 
cagcccaccc 
gtcctggttg 
cttgcccagc 



tctggacagt 
tgctcaagtg 
agctgtgtgc 
tgggcatccc 
gcttgagcca 
ggatctcccc 
ccaccaccat 
agggtgccat 
cctcccatct 
cctga 



gcaggaagcc 
cttagagcaa 
cacctacaag 
ctgggctccc 
actccatagc 
cgagttgggt 
ctggcagcag 
gccggccttc 
gcagagcttc 



acccccctgg 
gtgaggaaga 
ctgtgccacc 
ctgagcagct 
ggccttttcc 
cccaccttgg 
atggaagaac 
gcctctgctt 
ctggaggtgt 



gccctgccag 
tccagggcga 
ccgaggagct 
gccccagcca 
tctaccaggg 
acacactgca 
tgggaatggc 
tccagcgccg 
cgtaccgcgt 



ctccctgccc 
tggcgcagcg 
ggtgctgctc 
ggccctgcag 
gctcctgcag 
gctggacgtc 
ccctgccctg 
ggcaggaggg 
tctacgccac 



120 
180 
240 
300 
360 
420 
480 
540 
600 
615 



<210> 1415 

<211> 615 

<212> DNA 

<213> Homo sapiens 



<400> 1415 

atggctggac ctgccaccca gagccccatg aagctgatgg ccctgcagct gctgctgtgg 60 

cacagtgcac tctggacagt gcaggaagcc acccccctgg gccctgccag ctccctgccc 12 0 

cagagcttcc tgctcaagtg cttagagcaa gtgaggaaga tccagggcga tggcgcagcg 180 

ctccaggaga agctgtgtgc cacctacaag ctgtgccacc ccgaggagct ggtgctgctc 240 

ggacactctc tgggcatccc ctgggctccc ctgagcagct gccccagcca ggccctgcag 300 

ctggcaggct gcttgagcca actccatagc ggccttttcc tctaccaggg gctcctgcag 360 

gccctggaag ggatctcccc cgagttgggt cccaccttgg acacactgca gctggacgtc 42 0 

gccgactttg ccaccaccat ctggcagcag atggaagaac tgggaatggc ccctgccctg 480 

cagcccaccc agggtgccat gccggccttc gcctctgctt tccagcgccg ggcaggaggg 540 

gtcctggttg cctcccatct gcagagcttc ctggaggtgt cgtaccgcgt tctacgccac 600 

cttgcccagc cctga 615 



<210> 1416 

<211> 615 

<212> DNA 

<213> Homo sapiens 



<400> 1416 

atggctggac ctgccaccca gagccccatg aagctgatgg ccctgcagct gctgctgtgg 60 

cacagtgcac tctggacagt gcaggaagcc acccccctgg gccctgccag ctccctgccc 12 0 

cagagcttcc tgctcaagtg cttagagcaa gtgaggaaga tccagggcga tggcgcagcg 180 

ctccaggaga agctgtgtgc cacctacaag ctgtgccacc ccgaggagct ggtgctgctc 240 

ggacactctc tgggcatccc ctgggctccc ctgagcagct gccccagcca ggccctgcag 3 00 

ctggcaggct gcttgagcca actccatagc ggccttttcc tctaccaggg gctcctgcag 3 60 

gccctggaag ggatctcccc cgagttgggt cccaccttgg acacactgca gctggacgtc 42 0 

gccgactttg ccaccaccat ctggcagcag atggaagaac tgggaatggc ccctgccctg 480 

cagcccaccc agggtgccat gccggccttc gcctctgctt tccagcgccg ggcaggaggg 540 

gtcctggttg cctcccatct gcagagcttc ctggaggtgt cgtaccgcgt tctacgccac 600 

cttgcccagc cctga 615 



<210> 1417 

<211> 615 

<212> DNA 

<213> Homo sapiens 



<400> 1417 
atggctggac 
cacagtgcac 
cagagcttcc 
ctccaggaga 
ggacactctc 
ctggcaggct 
gccctggaag 
gccgactttg 
cagcccaccc 
gtcctggttg 



ctgccaccca 
tctggacagt 
tgctcaagtg 
agctgtgtgc 
tgggcatccc 
gcttgagcca 
ggatctcccc 
ccaccaccat 
agggtgccat 
cctcccatct 



gagccccatg 
gcaggaagcc 
cttagagcaa 
cacctacaag 
ctgggctccc 
actccatagc 
cgagttgggt 
ctggcagcag 
gccggccttc 
gcagagcttc 



aagctgatgg 
acccccctgg 
gtgaggaaga 
ctgtgccacc 
ctgagcagct 
ggccttttcc 
cccaccttgg 
atggaagaac 
gcctctgctt 
ctggaggtgt 



ccctgcagct 
gccctgccag 
tccagggcga 
ccgaggagct 
gccccagcca 
tctaccaggg 
acacactgca 
tgggaatggc 
tccagcgccg 
cgtaccgcgt 



gctgctgtgg 
ctccctgccc 
tggcgcagcg 
ggtgctgctc 
ggccctgcag 
gctcctgcag 
gctggacgtc 
ccctgccctg 
ggcaggaggg 
tctacgccac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
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cttgcccagc cctga 



615 



<210> 1418 

<211> 192 

<212> DNA 

<213> Homo sapiens 



<400> 1418 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaact aa 192 



<210> 1419 

<211> 189 

<212> DNA 

<213> Homo sapiens 



<400> 1419 

ttcgttaacc aacacttgtg tggttctcac 
gaaagaggtt tcttctacac tccaaagact 
agaggtattg ttgaacaatg ttgtacttct 
tgtaactaa 



ttggttgaag ctttgtactt ggtttgtggt 60 
aagcgtggtg gtggtccagg tcgtggtaag 12 0 
atttgttctt tgtaccaatt ggaaaactac 180 

189 



<210> 1420 

<211> 609 

<212> DNA 

<213> Homo sapiens 



<400> 1420 
atgctggtag 
gcgggcaggc 
cagctgtacg 
gggccgcgtg 
cgcttccggc 
gacccggcga 
accgggctgt 
gtcgtcctgc 
gtcaccatcc 
aactccagca 
ggcccctga 



ccggcttcct 
gccccgcgcg 
ggcgcctggc 
agcaggcgcg 
cgcccaccaa 
ggtaccccag 
tcggcgagga 
gccgcacccc 
ccgtgggctg 
tcgacaaaca 



gctggcgctg 
gccgcggggc 
ggccggcgtg 
caacgcgagc 
cctgcgcagc 
gtacctgcct 
ggacgtgcgc 
cgcctgcgcc 
cacctgcgtc 
gggcgccaag 



ccgccgagct 
tgcgcggacc 
ctcagtgcct 
tgcccggcag 
gtgtcgccct 
gaagcctact 
ttccgcagcg 
ggcggccgtt 
cccgagccgg 
ctcctgctgg 



gggccgcggg 
ggccggagga 
tccaccacac 
ggggcaggcc 
gggcctacag 
gcctgtgccg 
cccctgtcta 
ccgtctacac 
agaaggacgc 
gccccaacga 



cgccccgagg 
gctactggag 
gctgcagctg 
cgccgaccgc 
aatctcctac 
gggctgcctg 
catgcccacc 
cgaggcctac 
agacagcatc 
cgcgcccgct 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
609 



<210> 1421 

<211> 42 

<212> DNA 

<213> Homo sapiens 



<400> 1421 

ggtggttgta agaacttctt ctggaagact ttcacttctt gt 42 

<210> 1422 

<211> 609 

<212> DNA 

<213> Homo sapiens 

<400> 1422 

atgctggtag ccggcttcct gctggcgctg ccgccgagct gggccgcggg cgccccgagg 60 

gcgggcaggc gccccgcgcg gccgcggggc tgcgcggacc ggccggagga gctactggag 120 

cagctgtacg ggcgcctggc ggccggcgtg ctcagtgcct tccaccacac gctgcagctg 180 

gggccgcgtg agcaggcgcg caacgcgagc tgcccggcag ggggcaggcc cgccgaccgc 240 

cgcttccggc cgcccaccaa cctgcgcagc gtgtcgccct gggcctacag aatctcctac 3 00 

gacccggcga ggtaccccag gtacctgcct gaagcctact gcctgtgccg gggctgcctg 3 60 
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accgggctgt tcggcgagga ggacgtgcgc ttccgcagcg cccctgtcta catgcccacc 42 0 

gtcgtcctgc gccgcacccc cgcctgcgcc ggcggccgtt ccgtctacac cgaggcctac 480 

gtcaccatcc ccgtgggctg cacctgcgtc cccgagccgg agaaggacgc agacagcatc 540 

aactccagca tcgacaaaca gggcgccaag ctcctgctgg gccccaacga cgcgcccgct 600 

ggcccctga 609 



<210> 1423 

<211> 690 

<212> DNA 

<213> Homo sapiens 



<400> 1423 

atggaccttc ttcaattcct ggccttcctc 
acaggcacct tgaggacctc cctggaccca 
gtgaagcggc gggagcagct gttggcactg 
cagcagtaca agatccttga tgtcatgctc 
cggacagtgc tcaccgctgc tgatgtgctc 
ctgaaggatg ctttctccca cgtggtggag 
cgcttcccga ggattgtgca ctattacttt 
cgctggggta tcagtttctg caaccagaca 
atcctcagcc tgatggccca ggagctgggg 
ccatttaaaa tcgaccgcac agagttcatt 
agagaagaag agaaacgccg aaagaaagag 
aggatctcca gatcccagtc tgagttatag 



tttgtcctgc ttttgtctgg gatgggagcc 60 
agcctggaga tctacaagaa gatgtttgag 120 
aagaacctgg cacagctgaa cgacatccac 180 
aaggggctct ttaaggtgct ggaggactcc 240 
ccagatgggc ccttccccca ggacgagaag 300 
aacacggcct tcttcggcga tgtggtgctg 360 
gaccacaact ccaactggaa cctcctcatc 420 
ggcgtcttca accaggggcc ccactcgccc 480 
atcagtgaga aagactccaa cttccagaac 540 
cccagcactg accctttcca gaaggccctg 600 
gagaagcgga aggagatccg aaaaggccca 660 

690 



<210> 1424 

<211> 1221 

<212> DNA 

<213> Homo sapiens 



<400> 1424 

atgagcggtg ctccgacggc cggggcagcc ctgatgctct gcgccgccac cgccgtgcta 60 

ctgagcgctc agggcggacc cgtgcagtcc aagtcgccgc gctttgcgtc ctgggacgag 120 

atgaatgtcc tggcgcacgg actcctgcag ctcggccagg ggctgcgcga acacgcggag 180 

cgcacccgca gtcagctgag cgcgctggag cggcgcctga gcgcgtgcgg gtccgcctgt 240 

cagggaaccg aggggtccac cgacctcccg ttagcccctg agagccgggt ggaccctgag 3 00 

gtccttcaca gcctgcagac acaactcaag gctcagaaca gcaggatcca gcaactcttc 3 60 

cacaaggtgg cccagcagca gcggcacctg gagaagcagc acctgcgaat tcagcatctg 420 

caaagccagt ttggcctcct ggaccacaag cacctagacc atgaggtggc caagcctgcc 480 

cgaagaaaga ggctgcccga gatggcccag ccagttgacc cggctcacaa tgtcagccgc 540 

ctgcaccggc tgcccaggga ttgccaggag ctgttccagg ttggggagag gcagagtgga 600 

ctatttgaaa tccagcctca ggggtctccg ccatttttgg tgaactgcaa gatgacctca 660 

gatggaggct ggacagtaat tcagaggcgc cacgatggct cagtggactt caaccggccc 720 

tgggaagcct acaaggcggg gtttggggat ccccacggcg agttctggct gggtctggag 7 80 

aaggtgcata gcatcacggg ggaccgcaac agccgcctgg ccgtgcagct gcgggactgg 840 

gatggcaacg ccgagttgct gcagttctcc gtgcacctgg gtggcgagga cacggcctat 900 

agcctgcagc tcactgcacc cgtggccggc cagctgggcg ccaccaccgt cccacccagc 960 

ggcctctccg tacccttctc cacttgggac caggatcacg acctccgcag ggacaagaac 102 0 

tgcgccaaga gcctctctgg aggctggtgg tttggcacct gcagccattc caacctcaac 1080 

ggccagtact tccgctccat cccacagcag cggcagaagc ttaagaaggg aatcttctgg 1140 

aagacctggc ggggccgcta ctacccgctg caggccacca ccatgttgat ccagcccatg 12 00 

gcagcagagg cagcctccta g 1221 



<210> 1425 

<211> 477 

<212> DNA 

<213> Homo sapiens 



<400> 1425 

atggcttcca gaagcatgcg gctgctccta ttgctgagct gcctggccaa aacaggagtc 60 

ctgggtgata tcatcatgag acccagctgt gctcctggat ggttttacca caagtccaat 120 

tgctatggtt acttcaggaa gctgaggaac tggtctgatg ccgagctcga gtgtcagtct 180 
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tacggaaacg gagcccacct ggcatctatc ctgagtttaa aggaagccag caccatagca 240 

gagtacataa gtggctatca gagaagccag ccgatatgga ttggcctgca cgacccacag 300 

aagaggcagc agtggcagtg gattgatggg gccatgtatc tgtacagatc ctggtctggc 3 60 

aagtccatgg gtgggaacaa gcactgtgct gagatgagct ccaataacaa ctttttaact 420 

tggagcagca acgaatgcaa caagcgccaa cacttcctgt gcaagtaccg accatag 477 

<210> 1426 

<211> 681 

<212> DNA 

<213> Homo sapiens 

<400> 1426 

gcctctctga tccaagccac ctcccgccag agaggtgtca tgggcttcca aaagttctcc 60 

cccttcctgg ctctcagcat cttggtcctg ttgcaggcag gcagcctcca tgcagcacca 120 

ttcaggtctg ccctggagag cagcccagca gacccggcca cgctcagtga ggacgaagcg 180 

cgcctcctgc tggctgcact ggtgcaggac tatgtgcaga tgaaggccag tgagctggag 240 

caggagcaag agagagaggg ctccagcctg gacagcccca gatctaagcg gtgcggtaat 3 00 

ctgagtactt gcatgctggg cacatacacg caggacttca acaagtttca cacgttcccc 360 

caaactgcaa ttggggttgg agcacctgga aagaaaaggg atatgtccag cgacttggag 420 

agagaccatc gccctcataa tcattgccca gaagagagcc tgtgacactg ccacctgtgt 480 

gactcatcgg ctggcaggct tgctgagcag atcagggggt gtggtgaaga acaactttgt 540 

gcccaccaat gtgggttcca aagcctttgg caggcgccgc agggaccttc aagcctgagc 600 

agctgaatga ctcaagaagg tcacaataaa gctgaactcc ttttaatgtg taatgaaagc 660 

aatttgtagg aaaggctcca t 681 

<210> 1427 

<211> 192 

<212> DNA 

<213> Homo sapiens 

<400> 1427 

tttgtgaacc aacacctgtg cggctcacac ctggtggaag ctctctacct agtgtgcggg 60 

gaacgaggct tcttctacac acccaagacc ggttatggtt cttcatctag aagagctcca 120 

caaactggca ttgtggaaca atgctgtacc agcatctgct ccctctacca gctggagaac 180 

tactgcaact aa 192 

<210> 1428 

<211> 192 

<212> DNA 

<213> Homo sapiens 

<400> 1428 

tttgtgaacc aacacctgtg cggctcacac ctggtggaag ctctctacct agtgtgcggg 60 

gaacgaggct tcttctacac acccaagacc ggttatggtt cttcatctag aagagctcca 120 

caaactggca ttgtggaaca atgctgtacc agcatctgct ccctctacca gctggagaac 180 

tactgcaact aa 192 

<210> 1429 

<211> 192 

<212> DNA 

<213> Homo sapiens 

<400> 1429 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaact aa 192 



<210> 1430 

<211> 75 

<212> DNA 

<213> Homo sapiens 
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<400> 1430 

acaatgccat tcttattctg caatgtcaat gatgtatgta attttgcatc tcgaaatgat 
tattcatact ggctg 



60 
75 



<210> 1431 
<211> 81 
<212> DNA 

<213> Homo sapiens 



<400> 1431 

aagcagcgat ttaccacaat gccattctta ttctgcaatg tcaatgatgt atgtaatttt 60 
gcatctcgaa atgattattc a 81 



<210> 1432 
<211> 117 
<212> DNA 

<213> Homo sapiens 



<400> 1432 

tggcaagaat gggaacaaaa gattactgct ttgttagaac aagctcaaat tcaacaagaa 60 
aagaatgaat atgaattgca aaagttggat aaatgggctt ctttatggga atggttc 117 

<210> 1433 

<211> 282 

<212> DNA 

<213> Homo sapiens 



<400> 1433 
atgaagatct 
aagactgaat 
acctacaaga 
aagcccggaa 
aagtgggtcc 



ccgtggctgc aattcccttc ttcctcctca tcaccatcgc cctagggacc 60 

cctcctcacg gggaccttac cacccctcag agtgctgctt cacctacact 120 

tcccgcgtca gcggattatg gattactatg agaccaacag ccagtgctcc 180 

ttgtcttcat caccaaaagg ggccattccg tctgtaccaa ccccagtgac 240 

aggactatat caaggacatg aaggagaact ga 282 



<210> 1434 

<211> 102 

<212> DNA 

<213> Homo sapiens 



<400> 1434 

tctgtgagtg aaatacagct tatgcataac ctgggaaaac atctgaactc gatggagaga 60 
gtagaatggc tgcgtaagaa gctgcaggat gtgcacaatt tt 102 



<210> 1435 

<211> 102 

<212> DNA 

<213> Homo sapiens 



<400> 1435 

tctgtgagtg aaatacagct tatgcataac ctgggaaaac atctgaactc gatggagaga 60 
gtagaatggc tgcgtaagaa gctgcaggat gtgcacaatt tt 102 



<210> 1436 

<211> 573 

<212> DNA 

<213> Homo sapiens 



<400> 1436 
ttcccaacaa 
caccagctgg 
aagtattcat 
ccctccaaca 
ctgctcatcc 



ttcccttatc 
cctttgacac 
tcctgcagaa 
gggaggaaac 
agtcgtggct 



caggcttttt 
ctaccaggag 
cccccagacc 
acaacagaaa 
ggagcccgtg 



gacaacgcta 
tttgaagaag 
tccctctgtt 
tccaacctag 
cagttcctca 



tgctccgcgc 
cctatatccc 
tctcagagtc 
agctgctccg 
ggagtgtctt 



ccatcgtctg 
aaaggaacag 
tattccgaca 
catctccctg 
cgccaacagc 



60 
120 
180 
240 
300 
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ctggtgtacg gcgcctctga cagcaacgtc tatgacctcc taaaggacct agaggaaggc 3 60 

atccaaacgc tgatggggag gctggaagat ggcagccccc ggactgggca gatcttcaag 42 0 

cagacctaca gcaagttcga cacaaactca cacaacgatg acgcactact caagaactac 480 

gggctgctct actgcttcag gaaggacatg gacaaggtcg agacattcct gcgcatcgtg 540 

cagtgccgct ctgtggaggg atcctgtggc ttc 573 

<210> 1437 

<211> 192 

<212> DNA 

<213> Homo sapiens 

<400> 1437 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaact aa 192 

<210> 1438 

<211> 229 

<212> DNA 

<213> Homo sapiens 

<400> 1438 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaacg atgcacacaa gagtgaggtt gctcatcgat ttaaagtct 229 

<210> 1439 

<211> 543 

<212> DNA 

<213> Homo sapiens 



<400> 1439 
atgaaaagca 
cgttcccttc 
ctcagtgatc 
gactacagca 
accaagagga 
gggaccttta 
gcttggctgg 
gaacttggcc 
aatcttgccg 
taa 



tttactttgt 
aagacacaga 
ctgatcagat 
agtatctgga 
acaggaataa 
ccagtgatgt 
tgaaaggccg 
gcagacatgc 
ccagggactt 



ggctgggtta 
ggagaaatcc 
gaacgaggac 
ctccaggcgt 
cattgccaaa 
aagttcttat 
aggaaggcga 
tgatggttct 
tataaactgg 



tttgtaatgc 
agatcattct 
aagcgccatt 
gcccaagatt 
cgtcacgatg 
ttggaaggcc 
gatttcccag 
ttctctgatg 
ttgattcaga 



tggtacaagg 
cagcttccca 
cacagggcac 
ttgtgcagtg 
aatttgagag 
aagctgccaa 
aagaggtcgc 
agatgaacac 
ccaaaatcac 



cagctggcaa 
ggcagaccca 
attcaccagt 
gttgatgaat 
acatgctgaa 
ggaattcatt 
cattgttgaa 
cattcttgat 
tgacaggaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
543 



<210> 1440 

<211> 543 

<212> DNA 

<213> Homo sapiens 



<400> 1440 
atgaaaagca 
cgttcccttc 
ctcagtgatc 
gactacagca 
accaagagga 
gggaccttta 
gcttggctgg 
gaacttggcc 
aatcttgccg 
taa 



tttactttgt 
aagacacaga 
ctgatcagat 
agtatctgga 
acaggaataa 
ccagtgatgt 
tgaaaggccg 
gcagacatgc 
ccagggactt 



ggctgggtta 
ggagaaatcc 
gaacgaggac 
ctccaggcgt 
cattgccaaa 
aagttcttat 
aggaaggcga 
tgatggttct 
tataaactgg 



tttgtaatgc 
agatcattct 
aagcgccatt 
gcccaagatt 
cgtcacgatg 
ttggaaggcc 
gatttcccag 
ttctctgatg 
ttgattcaga 



tggtacaagg 
cagcttccca 
cacagggcac 
ttgtgcagtg 
aatttgagag 
aagctgccaa 
aagaggtcgc 
agatgaacac 
ccaaaatcac 



cagctggcaa 
ggcagaccca 
attcaccagt 
gttgatgaat 
acatgctgaa 
ggaattcatt 
cattgttgaa 
cattcttgat 
tgacaggaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
543 



<210> 1441 



987 



<211> 1074 

<212> DNA 

<213> Homo sapiens 



<400> 1441 
actgctgatg 
tagataagac 
agagaaggaa 
aaccaccatc 
caactgccgg 
ctgctcgcct 
ctacgaggtc 
gtagtgtgat 
tctgtgccta 
aatgtccgtg 
atttaggtga 
tcacgccagg 
tataaaaggg 
agtccaatta 
atgaagtggg 
gaaggtactt 
attgcttggt 
tatttagagg 



cagcggccgc 
agatagacag 
agaaagactc 
cgcactaggg 
ctgaaagagc 
tttaagaggc 
acggacacat 
aaataaaaaa 
ctatgcactt 
gactttaaac 
cttgttgaaa 
actgcgggag 
ggccaatgtt 
gcttcatcgc 
taagctttat 
tcacttctga 
tggttaaggg 
gacaggcagc 



ccgtaatgcg 
atagagatgg 
atctatcgca 
accaagcgct 
ttgtgcaatg 
tttttgaaca 
ataccaatag 
ttttgccaag 
atgcccgggg 
gctccgggtt 
aagcaaaatt 
tggcgggggc 
acgtcccgtt 
caataaaaaa 
ttcccttctt 
tgtttcttct 
tagacatgga 
aaaagagttt 



gtatcgtgaa 
acgagaaaca 
gataagacaa 
cgcaccgtta 
ggagtgccaa 
ctgcattgca 
ttaaaaatta 
acttttttaa 
tcccgggagg 
agcagagtag 
tgggctcagt 
aaacacaccc 
atattggagt 
acaagctaaa 
tttctcttta 
tacttggaag 
gagggaacat 
atagcatggt 



agcgaaaaaa 
gggggggaga 
tcaaccctca 
gcaacgcttg 
ttcaaaggag 
cccgacaaat 
catatactct 
actgcacccg 
agaaaaaacg 
cagggctttc 
aatgccactg 
gcgataaaga 
tcttcccata 
cctaattcta 
gctcggctta 
gtcaagctgc 
ttacatcaga 
tagtaaaagg 



aaactaacag 
aaaggggaaa 
tggcgcctcc 
actcacaaac 
ccgaatacgt 
cagccactaa 
atatagcaca 
acagatcagg 
agggctggga 
ggctttggaa 
cagtggctta 
gcgcgatgaa 
caaacttaag 
acaagcaaag 
ttcccacggt 
taaggaattc 
cgtctcatca 
aagg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1074 



<210> 1442 
<211> 1308 
<212> DNA 

<213> Homo sapiens 



<400> 1442 
actgctgatg 
tagataagac 
agagaaggaa 
aaccaccatc 
caactgccgg 
ctgctcgcct 
ctacgaggtc 
gtagtgtgat 
tctgtgccta 
aatgtccgtg 
atttaggtga 
tcacgccagg 
tataaaaggg 
agtccaatta 
atgaagtggg 
gaaggtactt 
attgcttggt 
tatttagagg 
tgggtaagct 
actttcactt 
tggttggtta 
gagggacagg 



cagcggccgc 
agatagacag 
agaaagactc 
cgcactaggg 
ctgaaagagc 
tttaagaggc 
acggacacat 
aaataaaaaa 
ctatgcactt 
gactttaaac 
cttgttgaaa 
actgcgggag 
ggccaatgtt 
gcttcatcgc 
taagctttat 
tcacttctga 
tggttaaggg 
gacaggcagc 
ttatttccct 
ctgatgtttc 
agggtagaca 
cagcaaaaga 



ccgtaatgcg 
atagagatgg 
atctatcgca 
accaagcgct 
ttgtgcaatg 
tttttgaaca 
ataccaatag 
ttttgccaag 
atgcccgggg 
gctccgggtt 
aagcaaaatt 
tggcgggggc 
acgtcccgtt 
caataaaaaa 
ttcccttctt 
tgtttcttct 
tagacatgga 
aaaagagttt 
tctttttctc 
ttcttacttg 
tgcagaggga 
gtttatagca 



gtatcgtgaa 
acgagaaaca 
gataagacaa 
cgcaccgtta 
ggagtgccaa 
ctgcattgca 
ttaaaaatta 
acttttttaa 
tcccgggagg 
agcagagtag 
tgggctcagt 
aaacacaccc 
atattggagt 
acaagctaaa 
tttctcttta 
tacttggaag 
gagggaacat 
atagcatggt 
tttagctcgg 
gaaggtcaag 
acatttacat 
tggttagtaa 



agcgaaaaaa 
gggggggaga 
tcaaccctca 
gcaacgcttg 
ttcaaaggag 
cccgacaaat 
catatactct 
actgcacccg 
agaaaaaacg 
cagggctttc 
aatgccactg 
gcgataaaga 
tcttcccata 
cctaattcta 
gctcggctta 
gtcaagctgc 
ttacatcaga 
tagtaaaagg 
cttattccca 
ctgctaagga 
cagacgtctc 
aaggaagg 



aaactaacag 
aaaggggaaa 
tggcgcctcc 
actcacaaac 
ccgaatacgt 
cagccactaa 
atatagcaca 
acagatcagg 
agggctggga 
ggctttggaa 
cagtggctta 
gcgcgatgaa 
caaacttaag 
acaagcaaag 
ttcccacggt 
taaggaattc 
cgtctcatca 
aaggatgaag 
cggtgaaggt 
attcattgct 
atcatattta 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1308 



<210> 1443 

<211> 237 

<212> DNA 

<213> Homo sapiens 



<400> 1443 

aatcaaagag ctcatggtca agatttgggt accttgggtt cttgtttgca aagattcacc 60 

acaatgccat tcttgttctg taatgttaat gatgtatgta acttcgcttc tagaaatgat 12 0 

tattcttatt ggttgtctac tccagctttg atgccaatga atatggctcc aattactggt 180 

agagctttgg aaccatatat ttctagatgt accgtttgtg aaggtccagc tattgct 237 



988 



<210> 1444 

<211> 237 

<212> DNA 

<213> Homo sapiens 



<400> 1444 

aatcaaagag ctcatggtca agatttgggt accttgggtt cttgtttgca aagattcacc 60 

acaatgccat tcttgttctg taatgttaat gatgtatgta acttcgcttc tagaaatgat 120 

tattcttatt ggttgtctac tccagctttg atgccaatga atatggctcc aattactggt 180 

agagctttgg aaccatatat ttctagatgt accgtttgtg aaggtccagc tattgct 237 

<210> 1445 

<211> 690 

<212> DNA 

<213> Homo sapiens 

<400> 1445 

atggaccttc ttcaattcct ggccttcctc tttgtcctgc ttttgtctgg gatgggagcc 60 

acaggcacct tgaggacctc cctggaccca agcctggaga tctacaagaa gatgtttgag 12 0 

gtgaagcggc gggagcagct gttggcactg aagaacctgg cacagctgaa cgacatccac 18 0 

cagcagtaca agatccttga tgtcatgctc aaggggctct ttaaggtgct ggaggactcc 240 

cggacagtgc tcaccgctgc tgatgtgctc ccagatgggc ccttccccca ggacgagaag 3 00 

ctgaaggatg ctttctccca cgtggtggag aacacggcct tcttcggcga tgtggtgctg 3 60 

cgcttcccga ggattgtgca ctattacttt gaccacaact ccaactggaa cctcctcatc 420 

cgctggggta tcagtttctg caaccagaca ggcgtcttca accaggggcc ccactcgccc 480 

atcctcagcc tgatggccca ggagctgggg atcagtgaga aagactccaa cttccagaac 540 

ccatttaaaa tcgaccgcac agagttcatt cccagcactg accctttcca gaaggccctg 600 

agagaagaag agaaacgccg aaagaaagag gagaagcgga aggagatccg aaaaggccca 660 

aggatctcca gatcccagtc tgagttatag 690 

<210> 1446 

<211> 690 

<212> DNA 

<213> Homo sapiens 

<400> 1446 

atggaccttc ttcaattcct ggccttcctc tttgtcctgc ttttgtctgg gatgggagcc 60 

acaggcacct tgaggacctc cctggaccca agcctggaga tctacaagaa gatgtttgag 12 0 

gtgaagcggc gggagcagct gttggcactg aagaacctgg cacagctgaa cgacatccac 180 

cagcagtaca agatccttga tgtcatgctc aaggggctct ttaaggtgct ggaggactcc 240 

cggacagtgc tcaccgctgc tgatgtgctc ccagatgggc ccttccccca ggacgagaag 3 00 

ctgaaggatg ctttctccca cgtggtggag aacacggcct tcttcggcga tgtggtgctg 3 60 

cgcttcccga ggattgtgca ctattacttt gaccacaact ccaactggaa cctcctcatc 420 

cgctggggta tcagtttctg caaccagaca ggcgtcttca accaggggcc ccactcgccc 480 

atcctcagcc tgatggccca ggagctgggg atcagtgaga aagactccaa cttccagaac 540 

ccatttaaaa tcgaccgcac agagttcatt cccagcactg accctttcca gaaggccctg 600 

agagaagaag agaaacgccg aaagaaagag gagaagcgga aggagatccg aaaaggccca 660 

aggatctcca gatcccagtc tgagttatag 690 

<210> 1447 

<211> 690 

<212> DNA 

<213> Homo sapiens 

<400> 1447 

atggaccttc ttcaattcct ggccttcctc tttgtcctgc ttttgtctgg gatgggagcc 60 

acaggcacct tgaggacctc cctggaccca agcctggaga tctacaagaa gatgtttgag 12 0 

gtgaagcggc gggagcagct gttggcactg aagaacctgg cacagctgaa cgacatccac 180 

cagcagtaca agatccttga tgtcatgctc aaggggctct ttaaggtgct ggaggactcc 240 

cggacagtgc tcaccgctgc tgatgtgctc ccagatgggc ccttccccca ggacgagaag 3 00 

ctgaaggatg ctttctccca cgtggtggag aacacggcct tcttcggcga tgtggtgctg 3 60 

cgcttcccga ggattgtgca ctattacttt gaccacaact ccaactggaa cctcctcatc 420 



989 



cgctggggta tcagtttctg caaccagaca ggcgtcttca accaggggcc ccactcgccc 480 

atcctcagcc tgatggccca ggagctgggg atcagtgaga aagactccaa cttccagaac 540 

ccatttaaaa tcgaccgcac agagttcatt cccagcactg accctttcca gaaggccctg 600 

agagaagaag agaaacgccg aaagaaagag gagaagcgga aggagatccg aaaaggccca 660 

aggatctcca gatcccagtc tgagttatag 690 

<210> 1448 

<211> 690 

<212> DNA 

<213> Homo sapiens 



<400> 1448 
atggaccttc 
acaggcacct 
gtgaagcggc 
cagcagtaca 
cggacagtgc 
ctgaaggatg 
cgcttcccga 
cgctggggta 
atcctcagcc 
ccatttaaaa 
agagaagaag 
aggatctcca 



ttcaattcct 
tgaggacctc 
gggagcagct 
agatccttga 
tcaccgctgc 
ctttctccca 
ggattgtgca 
tcagtttctg 
tgatggccca 
tcgaccgcac 
agaaacgccg 
gatcccagtc 



ggccttcctc 
cctggaccca 
gttggcactg 
tgtcatgctc 
tgatgtgctc 
cgtggtggag 
ctattacttt 
caaccagaca 
ggagctgggg 
agagttcatt 
aaagaaagag 
tgagttatag 



tttgtcctgc 
agcctggaga 
aagaacctgg 
aaggggctct 
ccagatgggc 
aacacggcct 
gaccacaact 
ggcgtcttca 
atcagtgaga 
cccagcactg 
gagaagcgga 



ttttgtctgg 
tctacaagaa 
cacagctgaa 
ttaaggtgct 
ccttccccca 
tcttcggcga 
ccaactggaa 
accaggggcc 
aagactccaa 
accctttcca 
aggagatccg 



gatgggagcc 
gatgtttgag 
cgacatccac 
ggaggactcc 
ggacgagaag 
tgtggtgctg 
cctcctcatc 
ccactcgccc 
cttccagaac 
gaaggccctg 
aaaaggccca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
690 



<210> 1449 

<211> 735 

<212> DNA 

<213> Homo sapiens 



<400> 1449 
atgctgttgc 
acgactcaag 
gcgggcatcc 
acccctggtg 
ggtgaaaccg 
aaaggagaac 
acttacgtta 
aaccactatg 
gcctaccaca 
gctatgctct 
gtgctcctgc 
cgtaatggac 
catgacacca 



tgggagctgt 
ggcccggagt 
cagggcatcc 
agaagggtga 
gagtacccgg 
ctggagaagg 
ctatccccaa 
atggctccac 
tcacagtcta 
tcacctatga 
atctggaggt 
tctatgctga 
actga 



tctactgcta 
cctgcttccc 
gggccataat 
gaaaggagat 
ggctgaaggt 
tgcctatgta 
catgcccatt 
tggtaaattc 
tatgaaggat 
tcagtaccag 
gggcgaccaa 
taatgacaat 



ttagctctgc 
ctgcccaagg 
ggggccccag 
ccaggtctta 
ccccgaggct 
taccgctcag 
cgctttacca 
cactgcaaca 
gtgaaggtca 
gaaaataatg 
gtctggctcc 
gactccacct 



ccggtcatga 
gggcctgcac 
gccgtgatgg 
ttggtcctaa 
ttccgggaat 
cattcagtgt 
agatcttcta 
ttcctgggct 
gcctcttcaa 
tggaccaggc 
aggtgtatgg 
tcacaggctt 



ccaggaaacc 
aggttggatg 
cagagatggc 
gggagacatc 
ccaaggcagg 
gggattggag 
caatcagcaa 
gtactacttt 
gaaggacaag 
ctccggctct 
ggaaggagag 
tcttctctac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
735 



<210> 1450 

<211> 735 

<212> DNA 

<213> Homo sapiens 



<400> 1450 
atgctgttgc 
acgactcaag 
gcgggcatcc 
acccctggtg 
ggtgaaaccg 
aaaggagaac 
acttacgtta 
aaccactatg 
gcctaccaca 
gctatgctct 
gtgctcctgc 
cgtaatggac 



tgggagctgt 
ggcccggagt 
cagggcatcc 
agaagggtga 
gagtacccgg 
ctggagaagg 
ctatccccaa 
atggctccac 
tcacagtcta 
tcacctatga 
atctggaggt 
tctatgctga 



tctactgcta 
cctgcttccc 
gggccataat 
gaaaggagat 
ggctgaaggt 
tgcctatgta 
catgcccatt 
tggtaaattc 
tatgaaggat 
tcagtaccag 
gggcgaccaa 
taatgacaat 



ttagctctgc 
ctgcccaagg 
ggggccccag 
ccaggtctta 
ccccgaggct 
taccgctcag 
cgctttacca 
cactgcaaca 
gtgaaggtca 
gaaaataatg 
gtctggctcc 
gactccacct 



ccggtcatga 
gggcctgcac 
gccgtgatgg 
ttggtcctaa 
ttccgggaat 
cattcagtgt 
agatcttcta 
ttcctgggct 
gcctcttcaa 
tggaccaggc 
aggtgtatgg 
tcacaggctt 



ccaggaaacc 
aggttggatg 
cagagatggc 
gggagacatc 
ccaaggcagg 
gggattggag 
caatcagcaa 
gtactacttt 
gaaggacaag 
ctccggctct 
ggaaggagag 
tcttctctac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
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catgacacca actga 



735 



<210> 1451 

<211> 735 

<212> DNA 

<213> Homo sapiens 



<400> 1451 

atgctgttgc tgggagctgt tctactgcta ttagctctgc ccggtcatga ccaggaaacc 60 

acgactcaag ggcccggagt cctgcttccc ctgcccaagg gggcctgcac aggttggatg 12 0 

gcgggcatcc cagggcatcc gggccataat ggggccccag gccgtgatgg cagagatggc 180 

acccctggtg agaagggtga gaaaggagat ccaggtctta ttggtcctaa gggagacatc 240 

ggtgaaaccg gagtacccgg ggctgaaggt ccccgaggct ttccgggaat ccaaggcagg 3 00 

aaaggagaac ctggagaagg tgcctatgta taccgctcag cattcagtgt gggattggag 3 60 

acttacgtta ctatccccaa catgcccatt cgctttacca agatcttcta caatcagcaa 420 

aaccactatg atggctccac tggtaaattc cactgcaaca ttcctgggct gtactacttt 480 

gcctaccaca tcacagtcta tatgaaggat gtgaaggtca gcctcttcaa gaaggacaag 540 

gctatgctct tcacctatga tcagtaccag gaaaataatg tggaccaggc ctccggctct 600 

gtgctcctgc atctggaggt gggcgaccaa gtctggctcc aggtgtatgg ggaaggagag 660 

cgtaatggac tctatgctga taatgacaat gactccacct tcacaggctt tcttctctac 720 

catgacacca actga 735 



<210> 1452 

<211> 825 

<212> DNA 

<213> Homo sapiens 



<400> 1452 

atgaagatct ccgtggctgc aattcccttc ttcctcctca tcaccatcgc cctagggacc 60 

aagactgaat cctcctcacg gggaccttac cacccctcag agtgctgctt cacctacact 12 0 

acctacaaga tcccgcgtca gcggattatg gattactatg agaccaacag ccagtgctcc 180 

aagcccggaa ttgtcttcat caccaaaagg ggccattccg tctgtaccaa ccccagtgac 240 

aagtgggtcc aggactatat caaggacatg aaggagaact gaatgaaaag catttacttt 3 00 

gtggctgggt tatttgtaat gctggtacaa ggcagctggc aacgttccct tcaagacaca 3 60 

gaggagaaat ccagatcatt ctcagcttcc caggcagacc cactcagtga tcctgatcag 420 

atgaacgagg acaagcgcca ttcacagggc acattcacca gtgactacag caagtatctg 480 

gactccaggc gtgcccaaga ttttgtgcag tggttgatga ataccaagag gaacaggaat 540 

aacattgcca aacgtcacga tgaatttgag agacatgctg aagggacctt taccagtgat 600 

gtaagttctt atttggaagg ccaagctgcc aaggaattca ttgcttggct ggtgaaaggc 660 

cgaggaaggc gagatttccc agaagaggtc gccattgttg aagaacttgg ccgcagacat 72 0 

gctgatggtt ctttctctga tgagatgaac accattcttg ataatcttgc cgccagggac 780 

tttataaact ggttgattca gaccaaaatc actgacagga aataa 82 5 

<210> 1453 

<211> 249 

<212> DNA 

<213> Homo sapiens 



<400> 1453 

atgaagttag catactccct cttgcttcca ttggcaggag tcagtgcttc agttatcaat 60 

tacaagagac acggtgaagg tactttcact tctgatgttt cttcttactt ggaaggtcaa 12 0 

gctgctaagg aattcattgc ttggttggtt aagggtagac atggagaggg aacatttaca 180 

tcagacgtct catcatattt agagggacag gcagcaaaag agtttatagc atggttagta 240 

aaaggaagg 249 

<210> 1454 

<211> 435 

<212> DNA 

<213> Homo sapiens 



<400> 1454 

atgagatttc cttcaatttt tactgctgtt ttattcgcag catcctccgc attagctgct 60 
ccagtcaaca ctacaacaga agatgaaacg gcacaaattc cggctgaagc tgtcatcggt 12 0 



991 



tactcagatt 
aacgggttat 
tctctcgaca 
ggtcaagctg 
tttacatcag 
ttagtaaaag 



tagaagggga 
tgtttataaa 
aaagacacgg 
ctaaggaatt 
acgtctcatc 
gaagg 



tttcgatgtt 
tactactatt 
tgaaggtact 
cattgcttgg 
atatttagag 



gctgttttgc 
gccagcattg 
ttcacttctg 
ttggttaagg 
ggacaggcag 



cattttccaa 
ctgctaaaga 
atgtttcttc 
gtagacatgg 
caaaagagtt 



cagcacaaat 
agaaggggta 
ttacttggaa 
agagggaaca 
tatagcatgg 



<400> 1456 
atgagatttc 
ccagtcaaca 
tactcagatt 
aacgggttat 
tctctcgaca 
ggtcaagctg 
tttacatcag 
ttagtaaaag 



cttcaatttt 
ctacaacaga 
tagaagggga 
tgtttataaa 
aaagacacgg 
ctaaggaatt 
acgtctcatc 
gaagg 



tactgctgtt 
agatgaaacg 
tttcgatgtt 
tactactatt 
tgaaggtact 
cattgcttgg 
atatttagag 



ttattcgcag 
gcacaaattc 
gctgttttgc 
gccagcattg 
ttcacttctg 
ttggttaagg 
ggacaggcag 



catcctccgc 
cggctgaagc 
cattttccaa 
ctgctaaaga 
atgtttcttc 
gtagacatgc 
caaaagagtt 



attagctgct 
tgtcatcggt 
cagcacaaat 
agaaggggta 
ttacttggaa 
agagggaaca 
tatagcatgg 



180 
240 
300 
360 
420 
435 



<210> 1455 

<211> 231 

<212> DNA 

<213> Homo sapiens 

<400> 1455 

atgttcaagt ctgttgttta ctctattttg gctgcttctt tggctaacgc tcacggtgaa 60 

ggtactttca cttctgatgt ttcttcttac ttggaaggtc aagctgctaa ggaattcatt 120 

gcttggttgg ttaagggtag acatggagag ggaacattta catcagacgt ctcatcatat 180 

ttagagggac aggcagcaaa agagtttata gcatggttag taaaaggaag g 231 

<210> 1456 

<211> 435 

<212> DNA 

<213> Homo sapiens 



60 
120 
180 
240 
300 
360 
420 
435 



<210> 1457 

<211> 249 

<212> DNA 

<213> Homo sapiens 

<400> 1457 

atgaagttag catactccct cttgcttcca ttggcaggag tcagtgcttc agttatcaat 60 

tacaagagac acggtgaagg tactttcact tctgatgttt cttcttactt ggaaggtcaa 120 

gctgctaagg aattcattgc ttggttggtt aagggtagac atgcagaggg aacatttaca 180 

tcagacgtct catcatattt agagggacag gcagcaaaag agtttatagc atggttagta 240 

aaaggaagg 24 9 

<210> 1458 

<211> 231 

<212> DNA 

<213> Homo sapiens 

<400> 1458 

atgttcaagt ctgttgttta ctctattttg gctgcttctt tggctaacgc tcacggtgaa 60 

ggtactttca cttctgatgt ttcttcttac ttggaaggtc aagctgctaa ggaattcatt 12 0 

gcttggttgg ttaagggtag acatgcagag ggaacattta catcagacgt ctcatcatat 180 

ttagagggac aggcagcaaa agagtttata gcatggttag taaaaggaag g 231 

<210> 1459 

<211> 93 

<212> DNA 

<213> Homo sapiens 



<400> 1459 

gaagctgaag atttgcaagt tggtcaagtt gaattgggtg gtggtccagg tgctggttct 



60 
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ttgcaaccat tggctttgga aggttctttg caa 



<210> 1460 

<211> 282 

<212> DNA 

<213> Homo sapiens 



<400> 1460 

atgaagatct ccgtggctgc aattcccttc 
aagactgaat cctcctcacg gggaccttac 
acctacaaga tcccgcgtca gcggattatg 
aagcccggaa ttgtcttcat caccaaaagg 
aagtgggtcc aggactatat caaggacatg 



ttcctcctca tcaccatcgc cctagggacc 
cacccctcag agtgctgctt cacctacact 
gattactatg agaccaacag ccagtgctcc 
ggccattccg tctgtaccaa ccccagtgac 
aaggagaact ga 



<210> 1461 

<211> 396 

<212> DNA 

<213> Homo sapiens 



<400> 1461 

gtcccagcac ccaaggtccc tatcaagatg 
ccagagaagg cctggggcgc ccgtgtggtg 
gtgctgttcc ctgtccagaa gccgaaactc 
ggcaggggcc ccatccttcc aggcaccaag 
cgtgtcctga gccccgagcc cgaccatgac 
cagggcgagg agaggccccg gttgtgggtg 
gaggaagacc aagaccacat ctaccacccc 



caagtcaaac actggccctc agagcaggac 
gagcctccgg agaaggacga ccagctggtg 
ttgaccaccg aggagaagcc acgaggtcag 
gcctggatgg agaccgagga caccctgggc 
agcctgtacc accctccgcc tgaggaggac 
atgccaaatc accaggtgct cctgggaccg 
cagtag 



<210> 1462 

<211> 108 

<212> DNA 

<213> Homo sapiens 



<400> 1462 

taccccatca aacccgaggc tcccggcgaa gacgcctcgc cggaggagct gaaccgctac 
tacgcctccc tgcgccacta cctcaacctg gtcacccggc agcggtat 



<210> 1463 

<211> 102 

<212> DNA 

<213> Homo sapiens 



<400> 1463 

atcaaacccg aggctcccgg cgaagacgcc tcgccggagg agctgaaccg ctactacgcc 
tccctgcgcc actacctcaa cctggtcacc cggcagcggt at 



<210> 1464 

<211> 102 

<212> DNA 

<213> Homo sapiens 



<400> 1464 

atcaaacccg aggctcccgg cgaagacgcc tcgccggagg agctgaaccg ctactacgcc 
tccctgcgcc actacctcaa cctggtcacc cggcagcggt at 



<210> 1465 

<211> 102 

<212> DNA 

<213> Homo sapiens 



<400> 1465 

atcaaacccg aggctcccgg cgaagacgcc tcgccggagg agctgaaccg ctactacgcc 
tccctgcgcc actacctcaa cctggtcacc cggcagcggt at 



993 



<210> 1466 

<211> 96 

<212> DNA 

<213> Homo sapiens 



<400> 1466 

agccccaaga tggtgcaagg gtctggctgc tttgggagga agatggaccg gatcagctcc 60 
tccagtggcc tgggctgcaa agtgctgagg cggcat 96 



<210> 1467 

<211> 195 

<212> DNA 

<213> Homo sapiens 



<400> 1467 

ccttaccacc cctcagagtg ctgcttcacc tacactacct acaagatccc gcgtcagcgg 60 
attatggatt actatgagac caacagccag tgctccaagc ccggaattgt cttcatcacc 120 
aaaaggggcc attccgtctg taccaacccc agtgacaagt gggtccagga ctatatcaag 180 
gacatgaagg agaac 195 



<210> 1468 

<211> 195 

<212> DNA 

<213> Homo sapiens 

<400> 1468 

ccttaccacc cctcagagtg ctgcttcacc tacactacct acaagatccc gcgtcagcgg 60 
attatggatt actatgagac caacagccag tgctccaagc ccggaattgt cttcatcacc 120 
aaaaggggcc attccgtctg taccaacccc agtgacaagt gggtccagga ctatatcaag 180 
gacatgaagg agaac 195 

<210> 1469 

<211> 192 

<212> DNA 

<213> Homo sapiens 



<400> 1469 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 120 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaact aa 192 



<210> 1470 

<211> 192 

<212> DNA 

<213> Homo sapiens 



<400> 1470 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact ggttacggtt cttcttctag aagagctcca 12 0 

caaactggta ttgttgaaca atgttgtact tctatttgtt ctttgtacca attggaaaac 180 

tactgtaact aa 192 



<210> 1471 

<211> 198 

<212> DNA 

<213> Homo sapiens 



<400> 1471 

ggaccttacc acccctcaga gtgctgcttc acctacacta cctacaagat cccgcgtcag 60 

cggattatgg attactatga gaccaacagc cagtgctcca agcccggaat tgtcttcatc 12 0 

accaaaaggg gccattccgt ctgtaccaac cccagtgaca agtgggtcca ggactatatc 180 



994 



aaggacatga aggagaac 



198 



<210> 1472 

<211> 90 

<212> DNA 

<213> Homo sapiens 



<400> 1472 

cacggtgaag gtactttcac ttctgatgtt tcttcttact tggaaggtca agctgctaag 60 
gaattcattg cttggttggt taagggtaga 90 

<210> 1473 

<211> 1170 

<212> DNA 

<213> Homo sapiens 



<400> 1473 
atgctggagg 
gcgttgtgca 
ccgctgacgg 
ctgtgcctgc 
cacgagtgtc 
ggccgcctgc 
ttctccatgc 
ctggtgagct 
ctgctgcagc 
ggccctggct 
catgacatgg 
cgggacatcc 
gaaaacctga 
tgctggaggg 
cgggccatct 
ccccgtcgcc 
gaccccacta 
ttggatggct 
gttgagcgct 
gttacagagt 



agccccggcc 
gtcgggctct 
ccaacaccgt 
gcaaccccga 
agcaccagct 
cgcaccacag 
tggctgctgg 
gtggctgtgg 
tgcaggcact 
caagccccag 
actttggaga 
aggcacgaat 
agcggaaatg 
cggccccaga 
tcattgatac 
tctcaggaga 
tgggctcccc 
gtggcagcct 
gccattgccg 
gggtgaatgt 



gcggcctccg 
aagcaatgag 
gtgcttgacg 
cgtgacggcg 
gcgcgaccag 
cgccatcctc 
ggtcatgcac 
ctggaagggc 
gtcccgaggc 
ccctggcccc 
gaagttctct 
gcgaatccac 
caagtgtcat 
gttccgggca 
ccacaaccgc 
gctggtctac 
agggacaagg 
gtgctgtggc 
cttccactgg 
gtgtaagtga 



ccctcgggcc 
attctgggcc 
ctgtccggcc 
tccgcgcttc 
cgctggaact 
aagcgcggtt 
gcagtagcca 
agtggtgagc 
aagagtttcc 
caggacacat 
cgggatttct 
aacaacaggg 
ggcacatcag 
gtgggggcgg 
aattctggag 
tttgagaagt 
ggccgggcct 
cgtgggcaca 
tgctgctatg 



tcgcgggtct 
tgaagttgcc 
tgagcaagcg 
agggtctgca 
gctccgcgct 
tccgagaaag 
cggcctgcag 
aggatcggct 
cccactctct 
gggaatgggg 
tggattccag 
tggggcgcca 
gcagctgcca 
cgttgaggga 
ccttccagcc 
ctcctgactt 
gcaacaagac 
acgtgctccg 
tgctgtgtga 



cctgttcctg 
tggcgagccg 
gcagctagac 
catcgcggtc 
tgagggcggc 
tgctttttcc 
cctgggcaag 
gagggccaaa 
gcccagccct 
tggctgtaac 
ggaagctccc 
ggtggtaact 
gttcaagaca 
gcggctgggc 
ccgtctgcgt 
ctgtgagcga 
cagccgcctg 
gcagacacga 
tgagtgcaag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1170 



<210> 1474 

<211> 1065 

<212> DNA 

<213> Homo sapiens 



<400> 1474 

atgagggcgc ggccgcaggt ctgcgaggcg ctgctcttcg ccctggcgct ccagaccggc 60 

gtgtgctatg gcatcaagtg gctggcgctg tccaagacac catcggccct ggcactgaac 120 

cagacgcaac actgcaagca gctggagggt ctggtgtctg cacaggtgca gctgtgccgc 180 

agcaacctgg agctcatgca cacggtggtg cacgccgccc gcgaggtcat gaaggcctgt 240 

cgccgggcct ttgccgacat gcgctggaac tgctcctcca ttgagctcgc ccccaactat 3 00 

ttgcttgacc tggagagagg gacccgggag tcggccttcg tgtatgcgct gtcggccgcc 3 60 

gccatcagcc acgccatcgc ccgggcctgc acctccggcg acctgcccgg ctgctcctgc 420 

ggccccgtcc caggtgagcc acccgggccc gggaaccgct ggggaggatg tgcggacaac 480 

ctcagctacg ggctcctcat gggggccaag ttttccgatg ctcctatgaa ggtgaaaaaa 540 

acaggatccc aagccaataa actgatgcgt ctacacaaca gtgaagtggg gagacaggct 600 

ctgcgcgcct ctctggaaat gaagtgtaag tgccatgggg tgtctggctc ctgctccatc 660 

cgcacctgct ggaaggggct gcaggagctg caggatgtgg ctgctgacct caagacccga 720 

tacctgtcgg ccaccaaggt agtgcaccga cccatgggca cccgcaagca cctggtgccc 780 

aaggacctgg atatccggcc tgtgaaggac tcggaactcg tctatctgca gagctcacct 840 

gacttctgca tgaagaatga gaaggtgggc tcccacggga cacaagacag gcagtgcaac 900 

aagacatcca acggaagcga cagctgcgac cttatgtgct gcgggcgtgg ctacaacccc 960 

tacacagacc gcgtggtcga gcggtgccac tgtaagtacc actggtgctg ctacgtcacc 102 0 

tgccgcaggt gtgagcgtac cgtggagcgc tatgtctgca agtga 1065 



995 



<210> 1475 

<211> 1260 

<212> DNA 

<213> Homo sapiens 



<400> 1475 
atggagctgg 
gcgagcaccc 
acccacctgg 
gaactcacct 
cagggctacg 
attgtgcgag 
gacccgctga 
cagcttcgaa 
ctctgctacc 
ctcacactga 
ggctcccgct 
gccggtggct 
gctgccggct 
agtggcatct 
tccatgccca 
tacaactacc 
gaggtgacag 
ggtacccact 
ggcccagccc 
tactctctac 
gggaggggcc 



cggccttgtg 
aagtgtgcac 
acatgctccg 
acctgcccac 
tgctcatcgc 
gcacccagct 
acaataccac 
gcctcacaga 
aggacacgat 
tagacaccaa 
gctggggaga 
gtgcccgctg 
gcacgggccc 
gtgagctgca 
atcccgaggg 
tttctacgga 
cagaggatgg 
cactgccccc 
accctgtcct 
ccctggcccc 
cggaccctga 



ccgctggggg 
cggcacagac 
ccacctctac 
caatgccagc 
tcacaaccaa 
ctttgaggac 
ccctgtcaca 
gatcttgaaa 
tttgtggaag 
ccgctctcgg 
gagttctgag 
caaggggcca 
caagcactct 
ctgcccagcc 
ccggtataca 
cgtgggatcc 
aacacagcgg 
gaggccagct 
atccttcctc 
cctcagccct 
tgctcatgtg 



ctcctcctcg 
atgaagctgc 
cagggatgcc 
ctgtccttcc 
gtgaggcagg 
aactatgccc 
ggggcctccc 
ggaggggtct 
gacatcttcc 
gcctgccacc 
gattgtcaga 
ctgcccactg 
gactgcctgg 
ctggtcacct 
ttcggcgcca 
tgcaccctcg 
tgtgagaagt 
gcagttcctg 
agaccctctt 
acaagtgtcc 
gctgttgacc 



ccctcttgcc 
ggctccctgc 
aggtggtgca 
tgcaggatat 
tcccactgca 
tggccgtgct 
caggaggcct 
tgatccagcg 
acaagaacaa 
cctgctctcc 
gcctgacgcg 
actgctgcca 
cctgcctcca 
acaacacaga 
gctgtgtcac 
tctgccccct 
gcagcaagcc 
tccctctgcg 
gggacctagt 
ctatatcccc 
tgtcccggta 



ccccggagcc 
cagtcccgag 
gggaaacctg 
ccaggaggtg 
gaggctgcgg 
agacaatgga 
gcgggagctg 
gaacccccag 
ccagctggct 
gatgtgtaag 
cactgtctgt 
tgagcagtgt 
cttcaaccac 
cacgtttgag 
tgcctgtccc 
gcacaaccaa 
ctgtgcccga 
catgcagcct 
ctctgccttc 
tgtcagtgtg 
tgaaggctga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 



<210> 1476 

<211> 78 

<212> DNA 

<213> Homo sapiens 



<400> 1476 

gcacaccaga tctaccagtt cacagataag gacaaggaca acgtcgcccc caggagcaag 60 
atcagccccc agggctac 78 



<210> 1477 

<211> 221 

<212> DNA 

<213> Homo sapiens 



<400> 1477 

gaagctgcct taggcttaga agctgaagat ttgcaagttg gtcaagttga attgggtggc 60 

ggacctggtg ctggttcctt gcaacctttg gctttggaag gttccttgca agaggcagag 12 0 

gacctacagg taggacaggt agagctagga ggcggtccag gagcaggaag tctacagcca 180 

ctagcactag agggaagtct acagtaaggc gcgccaggtc c 221 



<210> 1478 

<211> 282 

<212> DNA 

<213> Homo sapiens 



<400> 1478 
atgaagatct 
aagactgaat 
acctacaaga 
aagcccggaa 
aagtgggtcc 



ccgtggctgc aattcccttc ttcctcctca tcaccatcgc cctagggacc 60 

cctcctcacg gggaccttac cacccctcag agtgctgctt cacctacact 120 

tcccgcgtca gcggattatg gattactatg agaccaacag ccagtgctcc 180 

ttgtcttcat caccaaaagg ggccattccg tctgtaccaa ccccagtgac 240 

aggactatat caaggacatg aaggagaact ga 2 82 



<210> 1479 
<211> 282 
<212> DNA 



996 



<213> Homo sapiens 



<400> 1479 
atgaagatct 
aagactgaat 
acctacaaga 
aagcccggaa 
aagtgggtcc 



ccgtggctgc 
cctcctcacg 
tcccgcgtca 
ttgtcttcat 
aggactatat 



aattcccttc 
gggaccttac 
gcggattatg 
caccaaaagg 
caaggacatg 



ttcctcctca 
cacccctcag 
gattactatg 
ggccattccg 
aaggagaact 



tcaccatcgc 
agtgctgctt 
agaccaacag 
tctgtaccaa 

ga 



cctagggacc 
cacctacact 
ccagtgctcc 
ccccagtgac 



<210> 1480 

<211> 282 

<212> DNA 

<213> Homo sapiens 



<400> 1480 

atgaagatct ccgtggctgc 
aagactgaat cctcctcacg 
acctacaaga tcccgcgtca 
aagcccggaa ttgtcttcat 
aagtgggtcc aggactatat 



aattcccttc ttcctcctca 
gggaccttac cacccctcag 
gcggattatg gattactatg 
caccaaaagg ggccattccg 
caaggacatg aaggagaact 



tcaccatcgc cctagggacc 
agtgctgctt cacctacact 
agaccaacag ccagtgctcc 
tctgtaccaa ccccagtgac 

ga 



<210> 1481 

<211> 282 

<212> DNA 

<213> Homo sapiens 



<400> 1481 
atgaagatct 
aagactgaat 
acctacaaga 
aagcccggaa 
aagtgggtcc 



ccgtggctgc 
cctcctcacg 
tcccgcgtca 
ttgtcttcat 
aggactatat 



aattcccttc 
gggaccttac 
gcggattatg 
caccaaaagg 
caaggacatg 



ttcctcctca 
cacccctcag 
gattactatg 
ggccattccg 
aaggagaact 



tcaccatcgc 
agtgctgctt 
agaccaacag 
tctgtaccaa 

ga 



cctagggacc 
cacctacact 
ccagtgctcc 
ccccagtgac 



<210> 1482 

<211> 282 

<212> DNA 

<213> Homo sapiens 



<400> 1482 

atgaagatct ccgtggctgc aattcccttc 
aagactgaat cctcctcacg gggaccttac 
acctacaaga tcccgcgtca gcggattatg 
aagcccggaa ttgtcttcat caccaaaagg 
aagtgggtcc aggactatat caaggacatg 

<210> 1483 
<211> 279 
<212> DNA 

<213> Homo sapiens 



ttcctcctca tcaccatcgc cctagggacc 
cacccctcag agtgctgctt cacctacact 
gattactatg agaccaacag ccagtgctcc 
ggccattccg tctgtaccaa ccccagtgac 
aaggagaact ga 



<400> 1483 

atgaaggtct ccgtggctgc cctctcctgc 
gccgctacta gtgctgactg ctgcatctcc 
ctggagagtt actttgaaac gaacagcgag 
aagaaggggc gacgtttctg tgccaacccc 
atgctgaagc tggacacacg gatcaagacc 



ctcatgcttg ttactgccct tggatcccag 
tacaccccac gaagcatccc gtgttcactc 
tgctccaagc cgggtgtcat cttcctcacc 
agtgataagc aagttcaggt ttgcatgagg 
aggaagaat 



<210> 1484 

<211> 363 

<212> DNA 

<213> Homo sapiens 



<400> 1484 



997 



atgaaggtct 
gcccgggtca 
ccagtacttc 
cgaagcatcc 
ccgggtgtca 
caagttcagg 
tga 



ccgtggctgc 
caaaagatgc 
tggacagatt 
cgtgttcact 
tcttcctcac 
tttgcatgag 



cctctcctgc 
agagacagag 
ccatgctact 
cctggagagt 
caagaagggg 
aatgctgaag 



ctcatgcttg 
ttcatgatgt 
agtgctgact 
tactttgaaa 
cgacgtttct 
ctggacacac 



ttactgccct 
caaagcttcc 
gctgcatctc 
cgaacagcga 
gtgccaaccc 
ggatcaagac 



tggatcccag 
attggaaaat 
ctacacccca 
gtgctccaag 
cagtgataag 
caggaagaat 



60 
120 
180 
240 
300 
360 
363 



<210> 1485 

<211> 363 

<212> DNA 

<213> Homo sapiens 



<400> 1485 
atgaaggtct 
gcccgggtca 
ccagtacttc 
cgaagcatcc 
ccgggtgtca 
caagttcagg 
tga 



ccgtggctgc 
caaaagatgc 
tggacagatt 
cgtgttcact 
tcttcctcac 
tttgcatgag 



cctctcctgc 
agagacagag 
ccatgctact 
cctggagagt 
caagaagggg 
aatgctgaag 



ctcatgcttg 
ttcatgatgt 
agtgctgact 
tactttgaaa 
cgacgtttct 
ctggacacac 



ttactgccct 
caaagcttcc 
gctgcatctc 
cgaacagcga 
gtgccaaccc 
ggatcaagac 



tggatcccag 
attggaaaat 
ctacacccca 
gtgctccaag 
cagtgataag 
caggaagaat 



60 
120 
180 
240 
300 
360 
363 



<210> 1486 

<211> 198 

<212> DNA 

<213> Homo sapiens 

<400> 1486 

ggaccttacc acccctcaga gtgctgcttc acctacacta cctacaagat cccgcgtcag 60 
cggattatgg attactatga gaccaacagc cagtgctcca agcccggaat tgtcttcatc 12 0 
accaaaaggg gccattccgt ctgtaccaac cccagtgaca agtgggtcca ggactatatc 180 
aaggacatga aggagaac 198 

<210> 1487 

<211> 198 

<212> DNA 

<213> Homo sapiens 

<400> 1487 

ggaccttacc acccctcaga gtgctgcttc acctacacta cctacaagat cccgcgtcag 60 
cggattatgg attactatga gaccaacagc cagtgctcca agcccggaat tgtcttcatc 120 
accaaaaggg gccattccgt ctgtaccaac cccagtgaca agtgggtcca ggactatatc 180 
aaggacatga aggagaac 198 



<210> 1488 

<211> 600 

<212> DNA 

<213> Homo sapiens 



<400> 1488 
atggctttca 
atttggttgg 
caccaaggtt 
actgatcaat 
agaactttcc 
actgaaggtg 
taccaaattg 
ggtatgccaa 
gttttgcaag 
tctcaccaaa 



ctgaacactc 
ctagaaagat 
tgaacaagaa 
ggtctgaatt 
acgttttgtt 
atttccacca 
aagaattgat 
ttaacgttgg 
aattgtctca 
ctggtattcc 



tccattgact 
tagatctgat 
cattaacttg 
gactgaagct 
ggctagattg 
agctattcac 
gattttgttg 
tgatggtggt 
atggactgtt 
agctagaggt 



ccacacagaa 
ttgactgctt 
gattctgctg 
gaaagattgc 
ttggaagatc 
actttgttgt 
gaatacaaga 
ttgttcgaaa 
agatctattc 
tctcactaca 



gagatttgtg 
tgactgaatc 
atggtatgcc 
aagaaaactt 
aacaagttca 
tgcaagttgc 
ttccaagaaa 
agaagttgtg 
acgatttgag 
ttgctaacaa 



ttctagatct 
ttacgttaag 
agttgcttct 
gcaagcttac 
cttcactcca 
tgctttcgct 
cgaagctgat 
gggtttgaag 
attcatttct 
caagaagatg 



60 

12 0 

180 

240 

300 

360 

420 

480 

540 

600 



998 



<210> 1489 

<211> 600 

<212> DNA 

<213> Homo sapiens 



<400> 1489 
atggctttca 
atttggttgg 
caccaaggtt 
actgatcaat 
agaactttcc 
actgaaggtg 
taccaaattg 
ggtatgccaa 
gttttgcaag 
tctcaccaaa 



ctgaacactc 
ctagaaagat 
tgaacaagaa 
ggtctgaatt 
acgttttgtt 
atttccacca 
aagaattgat 
ttaacgttgg 
aattgtctca 
ctggtattcc 



tccattgact 
tagatctgat 
cattaacttg 
gactgaagct 
ggctagattg 
agctattcac 
gattttgttg 
tgatggtggt 
atggactgtt 
agctagaggt 



ccacacagaa 
ttgactgctt 
gattctgctg 
gaaagattgc 
ttggaagatc 
actttgttgt 
gaatacaaga 
ttgttcgaaa 
agatctattc 
tctcactaca 



gagatttgtg 
tgactgaatc 
atggtatgcc 
aagaaaactt 
aacaagttca 
tgcaagttgc 
ttccaagaaa 
agaagttgtg 
acgatttgag 
ttgctaacaa 



ttctagatct 
ttacgttaag 
agttgcttct 
gcaagcttac 
cttcactcca 
tgctttcgct 
cgaagctgat 
gggtttgaag 
attcatttct 
caagaagatg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 



<210> 1490 
<211> 1422 
<212> DNA 

<213> Homo sapiens 



<400> 1490 
atgaagaggg 
tggcaggtgg 
acaagctgcc 
cgcatcttcc 
cgcaacctca 
ttcactggcc 
gtggaccctg 
ggcctgcagg 
ctgcaggaca 
acacacctct 
ctgcacagcc 
gccttccgtg 
ctgcccactg 
ccctgggtgt 
tcctcctccg 
ctagctgcca 
accggcaggg 
gctgacaagg 
ggacgcgtgc 
gactcaccct 
cgagggctcc 
cgcaagaacc 
actggtgact 
ggcctggcgc 



cgtccgctgg 
cagccccatg 
cccagcaggg 
tgcacggcaa 
ccatcctgtg 
tggccctcct 
ccacattcca 
agctgggccc 
acgcgctgca 
tcctgcacgg 
tcgaccgtct 
accttggccg 
aggccctggc 
gtgactgccg 
aggtgccctg 
atgacctgca 
ccaccgatga 
cctcagtact 
cgcccggtga 
ttgggactct 
gagccaccag 
gcacccgcag 
cagaaggctc 
tggtgctgtg 



agggagccgg 
cccaggtgcc 
cctgcaggct 
ccgcatctcg 
gctgcactcg 
ggagcagctg 
cggcctgggc 
ggggctgttc 
ggcactgcct 
caaccgcatc 
cctactgcac 
cctcatgaca 
ccccctgcgt 
ggcacgccca 
cagcctcccg 
gggctgcgct 
ggagccgctg 
ggagcctgga 
cagcccgccg 
gcctggctct 
gttccccact 
ccactgccgt 
aggtgcccta 
gacagtgctt 



ctgctggcat 
tgcgtatgct 
gtgcccgtgg 
catgtgccag 
aatgtgctgg 
gacctcagcg 
cgcctacaca 
cgcggcctgg 
gatgacacct 
tccagcgtgc 
cagaaccgcg 
ctctatctgt 
gccctgcagt 
ctctgggcct 
caacgcctgg 
gtggccaccg 
gggcttccca 
agaccagctt 
ggcaacggct 
gctgagcccc 
tcgggccctc 
ctgggccagg 
cccagcctca 
gggccctgct 



gggtgctgtg 
acaatgagcc 
gcatccctgc 
ctgccagctt 
cccgaattga 
ataatgcaca 
cgctgcacct 
ctgccctgca 
tccgcgacct 
ccgagcgcgc 
tggcccatgt 
ttgccaacaa 
acctgaggct 
ggctgcagaa 
ctggccgtga 
gcccttacca 
agtgctgcca 
cggcaggcaa 
ctggcccacg 
cggctcactg 
gccggaggcc 
caggcagcgg 
cctgcagcct 
ga 



gctgcaggcc 
caaggtgacg 
tgccagccag 
ccgtgcctgc 
tgcggctgcc 
gctccggtct 
ggaccgctgc 
gtacctctac 
gggcaacctc 
cttccgtggg 
gcacccgcat 
tctatcagcg 
caacgacaac 
gttccgcggc 
cctcaaacgc 
tcccatctgg 
gccagatgcc 
tgcgctgaag 
gcacatcaat 
cagtgcggcc 
aggctgttca 
gggtggcggg 
cacccccctg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1422 



<210> 1491 

<211> 1422 

<212> DNA 

<213> Homo sapiens 



<400> 1491 
atgaagaggg 
tggcaggtgg 
acaagctgcc 
cgcatcttcc 
cgcaacctca 
ttcactggcc 
gtggaccctg 
ggcctgcagg 



cgtccgctgg 
cagccccatg 
cccagcaggg 
tgcacggcaa 
ccatcctgtg 
tggccctcct 
ccacattcca 
agctgggccc 



agggagccgg 
cccaggtgcc 
cctgcaggct 
ccgcatctcg 
gctgcactcg 
ggagcagctg 
cggcctgggc 
ggggctgttc 



ctgctggcat 
tgcgtatgct 
gtgcccgtgg 
catgtgccag 
aatgtgctgg 
gacctcagcg 
cgcctacaca 
cgcggcctgg 



gggtgctgtg 
acaatgagcc 
gcatccctgc 
ctgccagctt 
cccgaattga 
ataatgcaca 
cgctgcacct 
ctgccctgca 



gctgcaggcc 
caaggtgacg 
tgccagccag 
ccgtgcctgc 
tgcggctgcc 
gctccggtct 
ggaccgctgc 
gtacctctac 



60 
120 
180 
240 
300 
360 
420 
480 



999 



ctgcaggaca 
acacacctct 
ctgcacagcc 
gccttccgtg 
ctgcccactg 
ccctgggtgt 
tcctcctccg 
ctagctgcca 
accggcaggg 
gctgacaagg 
ggacgcgtgc 
gactcaccct 
cgagggctcc 
cgcaagaacc 
actggtgact 
ggcctggcgc 



acgcgctgca 
tcctgcacgg 
tcgaccgtct 
accttggccg 
aggccctggc 
gtgactgccg 
aggtgccctg 
atgacctgca 
ccaccgatga 
cctcagtact 
cgcccggtga 
ttgggactct 
gagccaccag 
gcacccgcag 
cagaaggctc 
tggtgctgtg 



ggcactgcct 
caaccgcatc 
cctactgcac 
cctcatgaca 
ccccctgcgt 
ggcacgccca 
cagcctcccg 
gggctgcgct 
ggagccgctg 
ggagcctgga 
cagcccgccg 
gcctggctct 
gttccccact 
ccactgccgt 
aggtgcccta 
gacagtgctt 



gatgacacct 
tccagcgtgc 
cagaaccgcg 
ctctatctgt 
gccctgcagt 
ctctgggcct 
caacgcctgg 
gtggccaccg 
gggcttccca 
agaccagctt 
ggcaacggct 
gctgagcccc 
tcgggccctc 
ctgggccagg 
cccagcctca 
gggccctgct 



tccgcgacct 
ccgagcgcgc 
tggcccatgt 
ttgccaacaa 
acctgaggct 
ggctgcagaa 
ctggccgtga 
gcccttacca 
agtgctgcca 
cggcaggcaa 
ctggcccacg 
cggctcactg 
gccggaggcc 
caggcagcgg 
cctgcagcct 

ga 



gggcaacctc 
cttccgtggg 
gcacccgcat 
tctatcagcg 
caacgacaac 
gttccgcggc 
cctcaaacgc 
tcccatctgg 
gccagatgcc 
tgcgctgaag 
gcacatcaat 
cagtgcggcc 
aggctgttca 
gggtggcggg 
cacccccctg 



540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1422 



<210> 1492 

<211> 582 

<212> DNA 

<213> Homo sapiens 



<400> 1492 
atgggcgtgc 
ctgggactgc 
cggtatttgc 
tccctgaacg 
atggaagtgg 
gtgctgaggg 
cacgtggaca 
gctcaaaaag 
accgccgata 
aaactgtata 



atgagtgccc 
ccgtgctggg 
tggaagcaaa 
agaacatcac 
gccagcaagc 
gacaggctct 
aggccgtgag 
aggccattag 
ccttccggaa 
ccggcgaggc 



cgcttggctc 
tgcacccccc 
agaagctgag 
cgtgcccgat 
tgtggaggtg 
gctggtgaac 
cggactgcgg 
cccacctgac 
gctgtttcgg 
ttgtcggacc 



tggctgctgc 
aggctgatct 
aacatcacca 
accaaggtga 
tggcaaggtc 
agcagccagc 
agcctgacca 
gccgccagcg 
gtgtacagca 
ggcgactagt 



tcagcctgct 
gcgattccag 
ctggctgcgc 
acttttacgc 
tcgctctcct 
catgggaacc 
ccctgctgag 
ccgcacccct 
acttcctgag 
ag 



gagcctgccc 
ggtgctggag 
cgagcattgt 
ttggaaacgg 
gagcgaggcc 
tctccaactg 
ggcactgggc 
gaggaccatc 
gggcaagctc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
582 



<210> 1493 

<211> 582 

<212> DNA 

<213> Homo sapiens 



<400> 1493 
atgggcgtgc 
ctgggactgc 
cggtatttgc 
tccctgaacg 
atggaagtgg 
gtgctgaggg 
cacgtggaca 
gctcaaaaag 
accgccgata 
aaactgtata 



atgagtgccc 
ccgtgctggg 
tggaagcaaa 
agaacatcac 
gccagcaagc 
gacaggctct 
aggccgtgag 
aggccattag 
ccttccggaa 
ccggcgaggc 



cgcttggctc 
tgcacccccc 
agaagctgag 
cgtgcccgat 
tgtggaggtg 
gctggtgaac 
cggactgcgg 
cccacctgac 
gctgtttcgg 
ttgtcggacc 



tggctgctgc 
aggctgatct 
aacatcacca 
accaaggtga 
tggcaaggtc 
agcagccagc 
agcctgacca 
gccgccagcg 
gtgtacagca 
ggcgactagt 



tcagcctgct 
gcgattccag 
ctggctgcgc 
acttttacgc 
tcgctctcct 
catgggaacc 
ccctgctgag 
ccgcacccct 
acttcctgag 
ag 



gagcctgccc 
ggtgctggag 
cgagcattgt 
ttggaaacgg 
gagcgaggcc 
tctccaactg 
ggcactgggc 
gaggaccatc 
gggcaagctc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

582 



<210> 1494 

<211> 582 

<212> DNA 

<213> Homo sapiens 



<400> 1494 
atgggcgtgc 
ctgggactgc 
cggtatttgc 
tccctgaacg 
atggaagtgg 



atgagtgccc cgcttggctc tggctgctgc tcagcctgct gagcctgccc 60 
ccgtgctggg tgcacccccc aggctgatct gcgattccag ggtgctggag 120 
tggaagcaaa agaagctgag aacatcacca ctggctgcgc cgagcattgt 180 
agaacatcac cgtgcccgat accaaggtga acttttacgc ttggaaacgg 240 
gccagcaagc tgtggaggtg tggcaaggtc tcgctctcct gagcgaggcc 300 



1000 



gtgctgaggg gacaggctct gctggtgaac agcagccagc catgggaacc tctccaactg 3 60 
cacgtggaca aggccgtgag cggactgcgg agcctgacca ccctgctgag ggcactgggc 420 
gctcaaaaag aggccattag cccacctgac gccgccagcg ccgcacccct gaggaccatc 48 0 
accgccgata ccttccggaa gctgtttcgg gtgtacagca acttcctgag gggcaagctc 540 
aaactgtata ccggcgaggc ttgtcggacc ggcgactagt ag 582 



<210> 1495 

<211> 174 

<212> DNA 

<213> Homo sapiens 



<400> 1495 

ttcgtgaacc agcacctgtg cggctcccac ctggtggagg ccctgtacct ggtgtgcggc 60 

gagcgcggct tcttctacac ccccaagacc gaggccgagg acctgcaggt gggcatcgtg 120 

gagcagtgct gcacctccat ctgctccctg taccagctgg agaactactg caac 174 



<210> 1496 

<211> 174 

<212> DNA 

<213> Homo sapiens 



<400> 1496 

ttcgttaacc aacacttgtg tggttctcac ttggttgaag ctttgtactt ggtttgtggt 60 

gaaagaggtt tcttctacac tccaaagact gaagctgaag atttgcaagt tggtattgtt 120 

gaacaatgtt gtacttctat ttgttctttg taccaattgg aaaactactg taac 174 



<210> 1497 

<211> 201 

<212> DNA 

<213> Homo sapiens 



<400> 1497 

ggaccttacc acccctcaga gtgctgcttc acctacacta cctacaagat cccgcgtcag 60 

cggattatgg attactatga gaccaacagc cagtgctcca agcccggaat tgtcttcatc 120 

accaaaaggg gccattccgt ctgtaccaac cccagtgaca agtgggtcca ggactatatc 180 

aaggacatga aggagaactg a 2 01 



<210> 1498 

<211> 201 

<212> DNA 

<213> Homo sapiens 



<400> 1498 

ggaccttacc acccctcaga gtgctgcttc acctacacta cctacaagat cccgcgtcag 60 

cggattatgg attactatga gaccaacagc cagtgctcca agcccggaat tgtcttcatc 120 

accaaaaggg gccattccgt ctgtaccaac cccagtgaca agtgggtcca ggactatatc 180 

aaggacatga aggagaactg a 2 01 



<210> 1499 

<211> 201 

<212> DNA 

<213> Homo sapiens 



<400> 1499 

ggaccttacc acccctcaga gtgctgcttc acctacacta cctacaagat cccgcgtcag 60 

cggattatgg attactatga gaccaacagc cagtgctcca agcccggaat tgtcttcatc 120 

accaaaaggg gccattccgt ctgtaccaac cccagtgaca agtgggtcca ggactatatc 180 

aaggacatga aggagaactg a 2 01 



<210> 1500 
<211> 201 
<212> DNA 



1001 



<213> Homo sapiens 



<400> 1500 

ggaccttacc acccctcaga gtgctgcttc acctacacta cctacaagat cccgcgtcag 60 

cggattatgg attactatga gaccaacagc cagtgctcca agcccggaat tgtcttcatc 120 

accaaaaggg gccattccgt ctgtaccaac cccagtgaca agtgggtcca ggactatatc 180 

aaggacatga aggagaactg a 2 01 

<210> 1501 

<211> 201 

<212> DNA 

<213> Homo sapiens 

<400> 1501 

ggaccttacc acccctcaga gtgctgcttc acctacacta cctacaagat cccgcgtcag 60 

cggattatgg attactatga gaccaacagc cagtgctcca agcccggaat tgtcttcatc 120 

accaaaaggg gccattccgt ctgtaccaac cccagtgaca agtgggtcca ggactatatc 180 

aaggacatga aggagaactg a 2 01 

<210> 1502 

<211> 201 

<212> DNA 

<213> Homo sapiens 

<400> 1502 

ggaccttacc acccctcaga gtgctgcttc acctacacta cctacaagat cccgcgtcag 60 

cggattatgg attactatga gaccaacagc cagtgctcca agcccggaat tgtcttcatc 12 0 

accaaaaggg gccattccgt ctgtaccaac cccagtgaca agtgggtcca ggactatatc 180 

aaggacatga aggagaactg a 2 01 

<210> 1503 

<211> 351 

<212> DNA 

<213> Homo sapiens 



<400> 1503 
atggagagct 
cctctgttgg 
tactctgccg 
ttgaagaagc 
atgtgtgacg 
gactgtcccc 



cccgcgtgag 
gtacccgtgc 
tggatgatgc 
tcaagagtaa 
ccggtgagca 
gaggaacctc 



gctgctgccc 
ccaggaggac 
ctcccacgag 
acgtgttccc 
gtgtgcagtg 
ctgcaattcc 



ctcctgggcg 
gccgagctcc 
aaggagctga 
atctatgaga 
aggaaagggg 
ttcctcctga 



ccgccctgct 
agccccgagc 
tcgaagcgct 
agaagtatgg 
caaggatcgg 
agtgcttatg 



gctgatgcta 
cctggacatc 
gcaagaagtc 
ccaagtcccc 
gaagctgtgt 



60 
120 
180 
240 
300 
351 



<210> 1504 

<211> 396 

<212> DNA 

<213> Homo sapiens 



<400> 1504 
gtcccagcac 
ccagagaagg 
gtgctgttcc 
ggcaggggcc 
cgtgtcctga 
cagggcgagg 
gaggaagacc 



ccaaggtccc 
cctggggcgc 
ctgtccagaa 
ccatccttcc 
gccccgagcc 
agaggccccg 
aagaccacat 



tatcaagatg 
ccgtgtggtg 
gccgaaactc 
aggcaccaag 
cgaccatgac 
gttgtgggtg 
ctaccacccc 



caagtcaaac 
gagcctccgg 
ttgaccaccg 
gcctggatgg 
agcctgtacc 
atgccaaatc 
cagtaa 



actggccctc 
agaaggacga 
aggagaagcc 
agaccgagga 
accctccgcc 
accaggtgct 



agagcaggac 
ccagctggtg 
acgaggtcag 
caccctgggc 
tgaggaggac 
cctgggaccg 



60 
120 
180 
240 
300 
360 
396 



<210> 1505 

<211> 279 

<212> DNA 

<213> Homo sapiens 



<400> 1505 



1002 



atgaagatct ccgtggctgc aattcccttc ttcctcctca tcaccatcgc cctagggacc 60 

aagactgaat cctcctcacg gggaccttac cacccctcag agtgctgctt cacctacact 120 

acctacaaga tcccgcgtca gcggattatg gattactatg agaccaacag ccagtgctcc .180 

aagcccggaa ttgtcttcat caccaaaagg ggccattccg tctgtaccaa ccccagtgac 240 

aagtgggtcc aggactatat caaggacatg aaggagaac 27 9 



<210> 1506 

<211> 102 

<212> DNA 

<213> Homo sapiens 



<400> 1506 

atcaaacccg aggctcccgg cgaagacgcc tcgccggagg agctgaaccg ctactacgcc 60 
tccctgcgcc actacctcaa cctggtcacc cggcagcggt at 102 



<210> 1507 

<211> 102 

<212> DNA 

<213> Homo sapiens 



<400> 1507 

atcaaacccg aggctcccgg cgaagacgcc tcgccggagg agctgaaccg ctactacgcc 60 
tccctgcgcc actacctcaa cctggtcacc cggcagcggt at 102 



<210> 1508 
<211> 000 
<212> PRT 

<213> Homo sapiens 



<400> 1508 
000 



<210> 1509 
<211> 0 
<212> PRT 

<213> Homo sapiens 

<400> 1509 
000 



<210> 1510 
<211> 0 
<212> PRT 

<213> Homo sapiens 

<400> 1510 
000 



<210> 1511 
<211> 000 
<212> PRT 

<213> Homo sapiens 

<400> 1511 
000 

<210> 1512 
<211> 000 
<212> PRT 



1003 



<213> Homo sapiens 

<400> 1512 
000 



<210> 1513 
<211> 642 
<212> PRT 

<213> Homo sapiens 
<400> 1513 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 



1004 



Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 



1005 



Leu Cys Ser Asn Leu Ser Thr Cys Val Leu Gly Lys Leu Ser Gin Glu 
610 615 620 

Leu His Lys Leu Gin Thr Tyr Pro Arg Thr Asn Thr Gly Ser Gly Thr 
625 630 635 640 



Pro Gly 



<210> 1514 

<211> 1150 

<212> PRT 

<213> Homo sapiens 

<400> 1514 

Met Ala Ala Ala Gly Arg Leu Pro Ser Ser Trp Ala Leu Phe Ser Pro 
15 10 15 

Leu Leu Ala Gly Leu Ala Leu Leu Gly Val Gly Pro Val Pro Ala Arg 
20 25 30 

Ala Leu His Asn Val Thr Ala Glu Leu Phe Gly Ala Glu Ala Trp Gly 
35 40 45 

Thr Leu Ala Ala Phe Gly Asp Leu Asn Ser Asp Lys Gin Thr Asp Leu 
50 55 60 

Phe Val Leu Arg Glu Arg Asn Asp Leu lie Val Phe Leu Ala Asp Gin 
65 70 75 80 

Asn Ala Pro Tyr Phe Lys Pro Lys Val Lys Val Ser Phe Lys Asn His 
85 90 95 

Ser Ala Leu lie Thr Ser Val Val Pro Gly Asp Tyr Asp Gly Asp Ser 
100 105 110 

Gin Met Asp Val Leu Leu Thr Tyr Leu Pro Lys Asn Tyr Ala Lys Ser 
115 120 125 

Glu Leu Gly Ala Val lie Phe Trp Gly Gin Asn Gin Thr Leu Asp Pro 
130 135 140 

Asn Asn Met Thr lie Leu Asn Arg Thr Phe Gin Asp Glu Pro Leu lie 
145 150 155 160 

Met Asp Phe Asn Gly Asp Leu lie Pro Asp lie Phe Gly lie Thr Asn 
165 170 175 

Glu Ser Asn Gin Pro Gin lie Leu Leu Gly Gly Asn Leu Ser Trp His 
180 185 190 

Pro Ala Leu Thr Thr Thr Ser Lys Met Arg lie Pro His Ser His Ala 
195 200 205 

Phe lie Asp Leu Thr Glu Asp Phe Thr Ala Asp Leu Phe Leu Thr Thr 
210 215 220 

Leu Asn Ala Thr Thr Ser Thr Phe Gin Phe Glu lie Trp Glu Asn Leu 
225 230 235 240 

Asp Gly Asn Phe Ser Val Ser Thr lie Leu Glu Lys Pro Gin Asn Met 



1006 



245 250 255 

Met Val Val Gly Gin Ser Ala Phe Ala Asp Phe Asp Gly Asp Gly His 
260 265 270 

Met Asp His Leu Leu Pro Gly Cys Glu Asp Lys Asn Cys Gin Lys Ser 
275 280 285 

Thr lie Tyr Leu Val Arg Ser Gly Met Lys Gin Trp Val Pro Val Leu 
290 295 300 

Gin Asp Phe Ser Asn Lys Gly Thr Leu Trp Gly Phe Val Pro Phe Val 
305 310 315 320 

Asp Glu Gin Gin Pro Thr Glu lie Pro lie Pro lie Thr Leu His lie 
325 330 335 

Gly Asp Tyr Asn Met Asp Gly Tyr Pro Asp Ala Leu Val lie Leu Lys 
340 345 350 

Asn Thr Ser Gly Ser Asn Gin Gin Ala Phe Leu Leu Glu Asn Val Pro 
355 360 365 

Cys Asn Asn Ala Ser Cys Glu Glu Ala Arg Arg Met Phe Lys Val Tyr 
370 375 380 

Trp Glu Leu Thr Asp Leu Asn Gin lie Lys Asp Ala Met Val Ala Thr 
385 390 395 400 

Phe Phe Asp lie Tyr Glu Asp Gly lie Leu Asp lie Val Val Leu Ser 
405 410 415 

Lys Gly Tyr Thr Lys Asn Asp Phe Ala lie His Thr Leu Lys Asn Asn 
420 425 430 

Phe Glu Ala Asp Ala Tyr Phe Val Lys Val lie Val Leu Ser Gly Leu 
435 440 445 

Cys Ser Asn Asp Cys Pro Arg Lys lie Thr Pro Phe Gly Val Asn Gin 
450 455 460 

Pro Gly Pro Tyr lie Met Tyr Thr Thr Val Asp Ala Asn Gly Tyr Leu 
465 470 475 480 

Lys Asn Gly Ser Ala Gly Gin Leu Ser Gin Ser Ala His Leu Ala Leu 
485 490 495 

Gin Leu Pro Tyr Asn Val Leu Gly Leu Gly Arg Ser Ala Asn Phe Leu 
500 505 510 

Asp His Leu Tyr Val Gly lie Pro Arg Pro Ser Gly Glu Lys Ser lie 
515 520 525 

Arg Lys Gin Glu Trp Thr Ala lie lie Pro Asn Ser Gin Leu lie Val 
530 535 540 

lie Pro Tyr Pro His Asn Val Pro Arg Ser Trp Ser Ala Lys Leu Tyr 
545 550 555 560 

Leu Thr Pro Ser Asn Asp Ala His Lys Ser Glu Val Ala His Arg Phe 
565 570 575 

Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe 



1007 



580 



585 



590 



Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val 
595 600 605 

Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala 
610 615 620 

Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys 
625 630 635 640 

Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys 
645 650 655 

Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp 
660 665 670 

Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met 
675 680 685 

Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu 
690 695 700 

Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu 
705 710 715 720 

Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala 
725 730 735 

Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp 
740 745 750 

Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu 
755 760 765 

Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu 
770 775 780 

Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val 
785 790 795 800 

Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu 
805 810 815 

Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn 
820 825 830 

Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu 
835 840 845 

Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro 
850 855 860 

Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val 
865 870 875 880 

Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu 
885 890 895 

Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu 
900 905 910 

Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala 



1008 



915 



920 



925 



Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro 
930 935 940 

Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe 
945 950 955 960 

Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr 
965 970 975 

Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser 
980 985 990 

Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala 
995 1000 1005 

Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin 
1010 1015 1020 

Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys 
1025 1030 1035 1040 

Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu 
1045 1050 1055 

Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe 
1060 1065 1070 

Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin He 
1075 1080 1085 

Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala 
1090 1095 1100 

Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val 
1105 1110 1115 1120 

Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu 
1125 1130 1135 

Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
1140 1145 1150 



<210> 1515 

<211> 1150 

<212> PRT 

<213> Homo sapiens 

<400> 1515 

Met Ala Ala Ala Gly Arg Leu Pro Ser Ser Trp Ala Leu Phe Ser Pro 
15 10 15 

Leu Leu Ala Gly Leu Ala Leu Leu Gly Val Gly Pro Val Pro Ala Arg 
20 25 30 

Ala Leu His Asn Val Thr Ala Glu Leu Phe Gly Ala Glu Ala Trp Gly 
35 40 45 

Thr Leu Ala Ala Phe Gly Asp Leu Asn Ser Asp Lys Gin Thr Asp Leu 
50 55 60 



1009 



Phe Val Leu Arg Glu Arg Asn Asp Leu lie Val Phe Leu Ala Asp Gin 
65 70 75 80 

Asn Ala Pro Tyr Phe Lys Pro Lys Val Lys Val Ser Phe Lys Asn His 
85 90 95 

Ser Ala Leu lie Thr Ser Val Val Pro Gly Asp Tyr Asp Gly Asp Ser 
100 105 110 

Gin Met Asp Val Leu Leu Thr Tyr Leu Pro Lys Asn Tyr Ala Lys Ser 
115 120 125 

Glu Leu Gly Ala Val lie Phe Trp Gly Gin Asn Gin Thr Leu Asp Pro 
130 135 140 

Asn Asn Met Thr lie Leu Asn Arg Thr Phe Gin Asp Glu Pro Leu lie 
145 150 155 160 

Met Asp Phe Asn Gly Asp Leu lie Pro Asp lie Phe Gly lie Thr Asn 
165 170 175 

Glu Ser Asn Gin Pro Gin lie Leu Leu Gly Gly Asn Leu Ser Trp His 
180 185 190 

Pro Ala Leu Thr Thr Thr Ser Lys Met Arg lie Pro His Ser His Ala 
195 200 205 

Phe lie Asp Leu Thr Glu Asp Phe Thr Ala Asp Leu Phe Leu Thr Thr 
210 215 220 

Leu Asn Ala Thr Thr Ser Thr Phe Gin Phe Glu lie Trp Glu Asn Leu 
225 230 ~ 235 240 

Asp Gly Asn Phe Ser Val Ser Thr lie Leu Glu Lys Pro Gin Asn Met 
245 250 255 

Met Val Val Gly Gin Ser Ala Phe Ala Asp Phe Asp Gly Asp Gly His 
260 265 270 

Met Asp His Leu Leu Pro Gly Cys Glu Asp Lys Asn Cys Gin Lys Ser 
275 280 285 

Thr lie Tyr Leu Val Arg Ser Gly Met Lys Gin Trp Val Pro Val Leu 
290 295 300 

Gin Asp Phe Ser Asn Lys Gly Thr Leu Trp Gly Phe Val Pro Phe Val 
305 310 315 320 

Asp Glu Gin Gin Pro Thr Glu lie Pro lie Pro lie Thr Leu His lie 
325 330 335 

Gly Asp Tyr Asn Met Asp Gly Tyr Pro Asp Ala Leu Val lie Leu Lys 
340 345 350 

Asn Thr Ser Gly Ser Asn Gin Gin Ala Phe Leu Leu Glu Asn Val Pro 
355 360 365 

Cys Asn Asn Ala Ser Cys Glu Glu Ala Arg Arg Met Phe Lys Val Tyr 
370 375 380 

Trp Glu Leu Thr Asp Leu Asn Gin lie Lys Asp Ala Met Val Ala Thr 
385 390 395 400 



1010 



Phe Phe Asp lie Tyr Glu Asp Gly lie Leu Asp lie Val Val Leu Ser 
405 410 415 

Lys Gly Tyr Thr Lys Asn Asp Phe Ala lie His Thr Leu Lys Asn Asn 
420 425 430 

Phe Glu Ala Asp Ala Tyr Phe Val Lys Val He Val Leu Ser Gly Leu 
435 440 445 

Cys Ser Asn Asp Cys Pro Arg Lys He Thr Pro Phe Gly Val Asn Gin 
450 455 460 

Pro Gly Pro Tyr He Met Tyr Thr Thr Val Asp Ala Asn Gly Tyr Leu 
465 470 475 480 

Lys Asn Gly Ser Ala Gly Gin Leu Ser Gin Ser Ala His Leu Ala Leu 
485 490 495 

Gin Leu Pro Tyr Asn Val Leu Gly Leu Gly Arg Ser Ala Asn Phe Leu 
500 505 510 

Asp His Leu Tyr Val Gly He Pro Arg Pro Ser Gly Glu Lys Ser He 
515 520 525 

Arg Lys Gin Glu Trp Thr Ala He He Pro Asn Ser Gin Leu He Val 
530 535 540 

He Pro Tyr Pro His Asn Val Pro Arg Ser Trp Ser Ala Lys Leu Tyr 
545 550 555 560 

Leu Thr Pro Ser Asn Asp Ala His Lys Ser Glu Val Ala His Arg Phe 
565 570 575 

Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe 
580 585 590 

Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val 
595 600 605 

Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala 
610 615 620 

Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys 
625 630 635 640 

Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys 
645 650 655 

Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp 
660 665 670 

Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met 
675 680 685 

Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu 
690 695 700 

Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu 
705 710 715 720 

Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala 
725 730 735 



1011 



Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp 
740 745 750 

Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu 
755 760 765 

Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu 
770 775 780 

Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val 
785 790 795 800 

Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu 
805 810 815 

Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn 
820 825 830 

Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu 
835 840 845 

Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro 
850 855 860 

Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val 
865 870 875 880 

Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu 
885 890 895 

Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu 
900 905 910 

Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala 
915 920 925 

Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro 
930 935 940 

Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe 
945 950 955 960 

Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr 
965 970 975 

Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser 
980 985 990 

Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala 
995 1000 1005 

Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin 
1010 1015 1020 

Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys 
1025 1030 1035 1040 

Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu 
1045 1050 1055 

Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe 
1060 1065 1070 



1012 



Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu Arg Gin He 
1075 1080 1085 

Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala 
1090 1095 1100 

Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val 
1105 1110 1115 1120 

Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu 
1125 1130 1135 

Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
1140 1145 1150 



<210> 1516 
<211> 749 
<212> PRT 

<213> Homo sapiens 
<400> 1516 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Tyr Asn His Leu Gin Gly Asp 
20 25 30 

Val Arg Trp Arg Lys Leu Phe Ser Phe Thr Lys Tyr Phe Leu Lys He 
35 40 45 

Glu Lys Asn Gly Lys Val Ser Gly Thr Lys Lys Glu Asn Cys Pro Tyr 
50 55 60 

Ser He Leu Glu He Thr Ser Val Glu He Gly Val Val Ala Val Lys 
65 70 75 80 

Ala He Asn Ser Asn Tyr Tyr Leu Ala Met Asn Lys Lys Gly Lys Leu 
85 90 95 

Tyr Gly Ser Lys Glu Phe Asn Asn Asp Cys Lys Leu Lys Glu Arg He 
100 105 110 

Glu Glu Asn Gly Tyr Asn Thr Tyr Ala Ser Phe Asn Trp Gin His Asn 
115 120 125 

Gly Arg Gin Met Tyr Val Ala Leu Asn Gly Lys Gly Ala Pro Arg Arg 
130 135 140 

Gly Gin Lys Thr Arg Arg Lys Asn Thr Ser Ala His Phe Leu Pro Met 
145 150 155 160 

Val Val His Ser Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
165 170 175 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala 
180 185 190 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
195 200 205 



1013 



Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
210 215 220 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
225 230 235 240 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
245 250 255 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
260 265 270 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
275 280 285 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
290 295 300 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
305 310 315 320 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
325 330 335 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
340 345 350 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
355 360 365 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
370 375 380 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
385 390 395 400 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
405 410 415 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
420 425 430 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
435 440 445 

Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
450 455 460 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
465 470 475 480 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
485 490 495 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
500 505 510 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
515 520 525 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
530 535 540 



1014 



Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
545 550 555 560 



Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
565 570 575 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
580 585 590 

Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys 
595 600 605 

Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu 
610 615 620 

Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys 
625 630 635 640 

Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu 
645 650 655 

Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr 
660 665 670 

Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys 
675 680 685 

Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr 
690 695 700 

Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu 
705 710 715 720 

Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly 
725 730 735 

Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
740 745 



<210> 1517 
<211> 749 
<212> PRT 

<213> Homo sapiens 
<400> 1517 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 



1015 



85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 



1016 



420 



425 



430 



Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ser Tyr Asn His Leu Gin Gly Asp Val Arg Trp Arg Lys Leu Phe 
610 615 620 

Ser Phe Thr Lys Tyr Phe Leu Lys lie Glu Lys Asn Gly Lys Val Ser 
625 630 635 640 

Gly Thr Lys Lys Glu Asn Cys Pro Tyr Ser lie Leu Glu lie Thr Ser 
645 650 655 

Val Glu lie Gly Val Val Ala Val Lys Ala lie Asn Ser Asn Tyr Tyr 
660 665 670 

Leu Ala Met Asn Lys Lys Gly Lys Leu Tyr Gly Ser Lys Glu Phe Asn 
675 680 685 

Asn Asp Cys Lys Leu Lys Glu Arg lie Glu Glu Asn Gly Tyr Asn Thr 
690 695 700 

Tyr Ala Ser Phe Asn Trp Gin His Asn Gly Arg Gin Met Tyr Val Ala 
705 710 715 720 

Leu Asn Gly Lys Gly Ala Pro Arg Arg Gly Gin Lys Thr Arg Arg Lys 
725 730 735 

Asn Thr Ser Ala His Phe Leu Pro Met Val Val His Ser 
740 745 



1017 



<210> 1518 
<211> 817 
<212> PRT 

<213> Homo sapiens 
<400> 1518 

Met Ala Leu Val Leu lie Leu Gin Leu Leu Thr Leu Trp Pro Leu Cys 
15 10 15 

His Thr Asp lie Thr Pro Ser Val Pro Pro Ala Ser Tyr His Pro Lys 
20 25 30 

Pro Trp Leu Gly Ala Gin Pro Ala Thr Val Val Thr Pro Gly Val Asn 
35 40 45 

Val Thr Leu Arg Cys Arg Ala Pro Gin Pro Ala Trp Arg Phe Gly Leu 
50 55 60 

Phe Lys Pro Gly Glu lie Ala Pro Leu Leu Phe Arg Asp Val Ser Ser 
65 70 75 80 

Glu Leu Ala Glu Phe Phe Leu Glu Glu Val Thr Pro Ala Gin Gly Gly 
- 85 90 95 

Ser Tyr Arg Cys Cys Tyr Arg Arg Pro Asp Trp Gly Pro Gly Val Trp 
100 105 110 

Ser Gin Pro Ser Asp Val Leu Glu Leu Leu Val Thr Glu Glu Leu Pro 
115 120 125 

Arg Pro Ser Leu Val Ala Leu Pro Gly Pro Val Val Gly Pro Gly Ala 
130 135 140 

Asn Val Ser Leu Arg Cys Ala Gly Arg Leu Arg Asn Met Ser Phe Val 
145 150 155 160 

Leu Tyr Arg Glu Gly Val Ala Ala Pro Leu Gin Tyr Arg His Ser Ala 
165 170 175 

Gin Pro Trp Ala Asp Phe Thr Leu Leu Gly Ala Arg Ala Pro Gly Thr 
180 185 190 

Tyr Ser Cys Tyr Tyr His Thr Pro Ser Ala Pro Tyr Val Leu Ser Gin 
195 200 205 

Arg Ser Glu Val Leu Val lie Ser Trp Glu Asp Ser Gly Ser Ser Asp 
210 215 220 

Tyr Thr Arg Gly Asn Leu Val Arg Asp Ala His Lys Ser Glu Val Ala 
225 230 235 240 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
245 250 255 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
260 265 270 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
275 280 285 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
290 295 300 



1018 



Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
305 310 315 320 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
325 330 335 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
340 345 350 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
355 360 365 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
370 375 380 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
385 390 395 400 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
405 410 415 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
420 425 430 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
435 440 445 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
450 455 460 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
465 470 475 480 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
485 490 495 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
500 505 510 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
515 520 525 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
530 535 540 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
545 550 555 560 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
565 570 575 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
580 585 590 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
595 600 605 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
610 615 620 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
625 630 635 640 



1019 



Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
645 650 655 



Glu Val Ser Arg 
660 

Pro Glu Ala Lys 
675 

Leu Asn Gin Leu 
690 

Val Thr Lys Cys 
705 

Ser Ala Leu Glu 



Glu Thr Phe Thr 
740 

Arg Gin lie Lys 
755 

Pro Lys Ala Thr 
770 

Ala Phe Val Glu 
785 

Ala Glu Glu Gly 



Leu 



Asn Leu Gly Lys 



Arg Met Pro Cys 
680 

Cys Val Leu His 
695 

Cys Thr Glu Ser 
710 

Val Asp Glu Thr 
725 

Phe His Ala Asp 



Lys Gin Thr Ala 
760 

Lys Glu Gin Leu 
775 

Lys Cys Cys Lys 
790 

Lys Lys Leu Val 
805 



Val Gly Ser Lys 
665 

Ala Glu Asp Tyr 



Glu Lys Thr Pro 
700 

Leu Val Asn Arg 
715 

Tyr Val Pro Lys 
730 

lie Cys Thr Leu 
745 

Leu Val Glu Leu 



Lys Ala Val Met 
780 

Ala Asp Asp Lys 
795 

Ala Ala Ser Gin 
810 



Cys Cys Lys His 
670 

Leu Ser Val Val 
685 

Val Ser Asp Arg 



Arg Pro Cys Phe 
720 

Glu Phe Asn Ala 
735 

Ser Glu Lys Glu 
750 

Val Lys His Lys 
765 

Asp Asp Phe Ala 



Glu Thr Cys Phe 
800 

Ala Ala Leu Gly 
815 



<210> 1519 

<211> 771 

<212> PRT 

<213> Homo sapiens 

<400> 1519 

Met Thr Asn Lys Cys Leu Leu Gin lie Ala Leu Leu Leu Cys Phe Ser 
15 10 15 

Thr Thr Ala Leu Ser Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser 
20 25 30 

Ser Asn Phe Gin Ser Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu 
35 40 45 

Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu lie 
50 55 60 

Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr lie Tyr 
65 70 75 80 

Glu Met Leu Gin Asn lie Phe Ala lie Phe Arg Gin Asp Ser Ser Ser 
85 90 95 
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Thr Gly Trp Asn Glu Thr lie Val Glu Asn Leu Leu Ala Asn Val Tyr 
100 105 110 

His Gin lie Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys 
115 120 125 

Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg 
130 135 140 

Tyr Tyr Gly Arg lie Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His 
145 150 155 160 

Cys Ala Trp Thr lie Val Arg Val Glu lie Leu Arg Asn Phe Tyr Phe 
165 170 175 

lie Asn Arg Leu Thr Gly Tyr Leu Arg Asn Asp Ala His Lys Ser Glu 
180 185 190 

Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu 
195 200 205 

Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp 
210 215 220 

His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val 
225 230 235 240 

Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe 
245 250 255 

Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu 
260 265 270 

Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe 
275 280 285 

Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro 
290 295 300 

Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe 
305 310 315 320 

Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr 
325 330 335 

Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr 
340 345 350 

Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu 
355 360 365 

Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu 
370 375 380 

Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp 
385 390 395 400 

Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu 
405 410 415 

Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys 
420 425 430 
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His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys 
435 440 445 

Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys 
450 455 460 

Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu 
465 470 475 480 

Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val 
485 490 495 

Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe 
500 505 510 

Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser 
515 520 525 

Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu 
530 535 540 

Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe 
545 550 555 560 

Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin 
565 570 575 

Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala 
580 585 590 

Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr 
595 600 605 

Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys 
610 615 620 

Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser 
625 630 635 640 

Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser 
645 650 655 

Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro 
660 665 670 

Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe 
675 680 685 

Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu 
690 695 700 

Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys 
705 710 715 720 

His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp 
725 730 735 

Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr 
740 745 750 

Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala 
755 760 765 
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Leu Gly Leu 
770 



<210> 1520 

<211> 752 

<212> PRT 

<213> Homo sapiens 

<400> 1520 

Met Lys Val Ser Val Ala Ala Leu Ser Cys Leu Met Leu Val Thr Ala 
15 10 15 

Leu Gly Ser Gin Ala Ala Gly Arg His Val Arg Ser Tyr Asn His Leu 
20 25 30 

Gin Gly Asp Val Arg Trp Arg Lys Leu Phe Ser Phe Thr Lys Tyr Phe 
35 40 45 

Leu Lys lie Glu Lys Asn Gly Lys Val Ser Gly Thr Lys Lys Glu Asn 
50 55 60 

Cys Pro Tyr Ser lie Leu Glu lie Thr Ser Val Glu lie Gly Val Val 
65 70 75 80 

Ala Val Lys Ala lie Asn Ser Asn Tyr Tyr Leu Ala Met Asn Lys Lys 
85 90 95 

Gly Lys Leu Tyr Gly Ser Lys Glu Phe Asn Asn Asp Cys Lys Leu Lys 
100 105 110 

Glu Arg lie Glu Glu Asn Gly Tyr Asn Thr Tyr Ala Ser Phe Asn Trp 
115 120 125 

Gin His Asn Gly Arg Gin Met Tyr Val Ala Leu Asn Gly Lys Gly Ala 
130 135 140 

Pro Arg Arg Gly Gin Lys Thr Arg Arg Lys Asn Thr Ser Ala His Phe 
145 150 155 160 

Leu Pro Met Val Val His Ser Asp Ala His Lys Ser Glu Val Ala His 
165 170 175 

Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie 
180 185 190 

Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys 
195 200 205 

Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu 
210 215 220 

Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys 
225 230 235 240 

Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp 
245 250 255 

Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His 
260 265 270 

Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp 
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275 280 285 

Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys 
290 295 300 

Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu 
305 310 315 320 

Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys 
325 330 335 

Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu 
340 345 350 

Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala 
355 360 365 

Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala 
370 375 380 

Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys 
385 390 395 400 

Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp 
405 410 415 

Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys 
420 425 430 

Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys 
435 440 445 

Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu 
450 455 460 

Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys 
465 470 475 480 

Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met 
485 490 495 

Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu 
500 505 510 

Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys 
515 520 525 

Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe 
530 535 540 

Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu 
545 550 555 560 

Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val 
565 570 575 

Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu 
580 585 590 

Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro 
595 600 605 

Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu 
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610 615 620 

Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val 
625 630 635 640 

Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser 
645 650 655 

Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu 
660 665 670 

Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg 
675 680 685 

Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro 
690 695 700 

Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala 
705 710 715 720 

Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala 
725 730 735 

Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
740 745 750 



<210> 1521 
<211> 768 
<212> PRT 

<213> Homo sapiens 
<400> 1521 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ala Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 
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Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 
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Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Ala Pro Pro Arg Leu 
595 600 605 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
610 615 620 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
625 630 635 640 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
645 650 655 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
660 665 670 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
675 680 685 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
690 695 700 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Gly Ala Gin Lys Glu 
705 710 715 720 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
725 730 735 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
740 745 750 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
755 760 765 



<210> 1522 
<211> 768 
<212> PRT 
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<213> Homo sapiens 



<400> 1522 

Met Lys Trp Val Thr Phe He Ser Leu Leu Phe Leu Phe Ser Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser 
275 280 285 

He Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 
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Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Ala Pro Pro Arg Leu 
595 600 605 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
610 615 620 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
625 630 635 640 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
645 650 655 
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Met Glu Val Gly Gin 
660 

Leu Ser Glu Ala Val 
675 

Gin Pro Trp Glu Pro 
690 

Leu Arg Ser Leu Thr 
705 

Ala lie Ser Pro Pro 
725 

Thr Ala Asp Thr Phe 
740 

Arg Gly Lys Leu Lys 
755 



Gin Ala Val Glu Val 
665 

Leu Arg Gly Gin Ala 
680 

Leu Gin Leu His Val 
695 

Thr Leu Leu Arg Ala 
710 

Asp Ala Ala Ser Ala 
730 

Arg Lys Leu Phe Arg 
745 

Leu Tyr Thr Gly Glu 
760 



Trp Gin Gly Leu Ala Leu 
670 

Leu Leu Val Asn Ser Ser 
685 

Asp Lys Ala Val Ser Gly 
700 

Leu Gly Ala Gin Lys Glu 
715 720 

Ala Pro Leu Arg Thr lie 
735 

Val Tyr Ser Asn Phe Leu 
750 

Ala Cys Arg Thr Gly Asp 
765 



<210> 1523 
<211> 768 
<212> PRT 

<213> Homo sapiens 
<400> 1523 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Gly Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
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165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
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500 



505 



510 



Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Ala Pro Pro Arg Leu 
595 600 605 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
610 615 620 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
625 630 635 640 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
645 650 655 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
660 665 670 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
675 680 685 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
690 695 700 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Gly Ala Gin Lys Glu 
705 710 715 720 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
725 730 735 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
740 745 750 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
755 760 765 



<210> 1524 
<211> 749 
<212> PRT 

<213> Homo sapiens 
<400> 1524 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ala Gly Val 
15 10 15 
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Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 
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Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Ala Gly Arg His Val 
595 600 605 

Arg Ser Tyr Asn His Leu Gin Gly Asp Val Arg Trp Arg Lys Leu Phe 
610 615 620 

Ser Phe Thr Lys Tyr Phe Leu Lys lie Glu Lys Asn Gly Lys Val Ser 
625 630 635 640 

Gly Thr Lys Lys Glu Asn Cys Pro Tyr Ser lie Leu Glu lie Thr Ser 
645 650 655 

Val Glu lie Gly Val Val Ala Val Lys Ala He Asn Ser Asn Tyr Tyr 
660 665 670 

Leu Ala Met Asn Lys Lys Gly Lys Leu Tyr Gly Ser Lys Glu Phe Asn 
675 680 685 
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Asn Asp Cys Lys Leu Lys Glu Arg lie Glu Glu Asn Gly Tyr Asn Thr 
690 695 700 



Tyr Ala Ser Phe Asn Trp Gin His Asn Gly Arg Gin Met Tyr Val Ala 
705 710 715 720 

Leu Asn Gly Lys Gly Ala Pro Arg Arg Gly Gin Lys Thr Arg Arg Lys 
725 730 735 

Asn Thr Ser Ala His Phe Leu Pro Met Val Val His Ser 
740 745 



<210> 1525 
<211> 749 
<212> PRT 

<213> Homo sapiens 
<400> 1525 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 
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Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 
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Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Ala Gly Arg His Val 
595 600 605 

Arg Ser Tyr Asn His Leu Gin Gly Asp Val Arg Trp Arg Lys Leu Phe 
610 615 620 

Ser Phe Thr Lys Tyr Phe Leu Lys lie Glu Lys Asn Gly Lys Val Ser 
625 630 635 640 

Gly Thr Lys Lys Glu Asn Cys Pro Tyr Ser lie Leu Glu lie Thr Ser 
645 650 655 

Val Glu lie Gly Val Val Ala Val Lys Ala lie Asn Ser Asn Tyr Tyr 
660 665 670 

Leu Ala Met Asn Lys Lys Gly Lys Leu Tyr Gly Ser Lys Glu Phe Asn 
675 680 685 

Asn Asp Cys Lys Leu Lys Glu Arg lie Glu Glu Asn Gly Tyr Asn Thr 
690 695 700 

Tyr Ala Ser Phe Asn Trp Gin His Asn Gly Arg Gin Met Tyr Val Ala 
705 710 715 720 

Leu Asn Gly Lys Gly Ala Pro Arg Arg Gly Gin Lys Thr Arg Arg Lys 
725 730 735 

Asn Thr Ser Ala His Phe Leu Pro Met Val Val His Ser 
740 745 



<210> 1526 

<211> 749 

<212> PRT 

<213> Homo sapiens 

<400> 1526 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Gly Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
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100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
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435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Ala Gly Arg His Val 
595 600 605 

Arg Ser Tyr Asn His Leu Gin Gly Asp Val Arg Trp Arg Lys Leu Phe 
610 615 620 

Ser Phe Thr Lys Tyr Phe Leu Lys lie Glu Lys Asn Gly Lys Val Ser 
625 630 635 640 

Gly Thr Lys Lys Glu Asn Cys Pro Tyr Ser lie Leu Glu lie Thr Ser 
645 650 655 

Val Glu He Gly Val Val Ala Val Lys Ala He Asn Ser Asn Tyr Tyr 
660 665 670 

Leu Ala Met Asn Lys Lys Gly Lys Leu Tyr Gly Ser Lys Glu Phe Asn 
675 680 685 

Asn Asp Cys Lys Leu Lys Glu Arg He Glu Glu Asn Gly Tyr Asn Thr 
690 695 700 

Tyr Ala Ser Phe Asn Trp Gin His Asn Gly Arg Gin Met Tyr Val Ala 
705 710 715 720 

Leu Asn Gly Lys Gly Ala Pro Arg Arg Gly Gin Lys Thr Arg Arg Lys 
725 730 735 

Asn Thr Ser Ala His Phe Leu Pro Met Val Val His Ser 
740 745 



<210> 1527 
<211> 1010 
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6 



<212> PRT 

<213> Homo sapiens 



<400> 1527 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ala Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 
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Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Lys Pro Leu Gin Ser 
595 600 605 

Trp Gly Arg Gly Ser Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val 
610 615 620 

Pro Gly Gly Gly Leu Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu 
625 630 635 640 

Glu Asn Val Lys Val Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val 
645 650 655 
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Pro Ser Gin Asp Lys Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp 
660 665 670 

Leu Tyr Asn Arg Tyr Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn 
675 680 685 

lie Val Arg Ser Phe Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr 
690 695 700 

Glu Asp Phe Pro Phe Gin Lys His lie Leu Leu Phe Asn lie Ser lie 
705 710 715 720 

Pro Arg His Glu Gin lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser 
725 730 735 

Cys Gin Asn His Val Asp Pro Ser His Asp Leu Lys Gly Ser Val Val 
740 745 750 

lie Tyr Asp Val Leu Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu 
755 760 765 

Thr Lys Thr Phe Leu Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu 
770 775 780 

Thr Leu Glu Val Ser Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser 
785 790 795 800 

Thr Lys Ser Lys Asn Lys Leu Glu Val Thr Val Glu Ser His Arg Lys 
805 810 815 

Gly Cys Asp Thr Leu Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu 
820 825 830 

Pro Phe Phe Val Val Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu 
835 840 845 

Thr Arg Leu Glu Leu Arg Glu Met lie Ser His Glu Gin Glu Ser Val 
850 855 860 

Leu Lys Lys Leu Ser Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser 
865 870 875 880 

His Glu Glu Asp Thr Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala 
885 890 895 

Arg Arg Lys Arg Ser Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser 
900 905 910 * 

Leu Arg Val Asn Phe Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala 
915 920 925 

Pro Lys Glu Tyr Glu Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro 
930 935 940 

Leu Ala Asp Asp Val Thr Pro Thr Lys His Ala lie Val Gin Thr Leu 
945 950 955 960 

Val His Leu Lys Phe Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro 
965 970 975 

Thr Lys Leu Ser Pro lie Ser Val Leu Tyr Lys Asp Asp Met Gly Val 
980 985 990 
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Pro Thr Leu Lys Tyr His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly 
995 1000 1005 



Cys Arg 
1010 



<210> 1528 
<211> 1010 
<212> PRT 

<213> Homo sapiens 
<400> 1528 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 
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Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 
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Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Lys Pro Leu Gin Ser 
595 600 605 

Trp Gly Arg Gly Ser Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val 
610 615 620 

Pro Gly Gly Gly Leu Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu 
625 630 635 640 

Glu Asn Val Lys Val Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val 
645 650 655 

Pro Ser Gin Asp Lys Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp 
660 665 670 

Leu Tyr Asn Arg Tyr Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn 
675 680 685 

lie Val Arg Ser Phe Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr 
690 695 700 

Glu Asp Phe Pro Phe Gin Lys His lie Leu Leu Phe Asn lie Ser lie 
705 710 715 720 

Pro Arg His Glu Gin lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser 
725 730 735 

Cys Gin Asn His Val Asp Pro Ser His Asp Leu Lys Gly Ser Val Val 
740 745 750 

lie Tyr Asp Val Leu Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu 
755 760 765 

Thr Lys Thr Phe Leu Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu 
770 775 780 

Thr Leu Glu Val Ser Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser 
785 790 795 800 

Thr Lys Ser Lys Asn Lys Leu Glu Val Thr Val Glu Ser His Arg Lys 
805 810 815 

Gly Cys Asp Thr Leu Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu 
820 825 830 

Pro Phe Phe Val Val Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu 
835 840 845 

Thr Arg Leu Glu Leu Arg Glu Met lie Ser His Glu Gin Glu Ser Val 
850 855 860 

Leu Lys Lys Leu Ser Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser 
865 870 875 880 

His Glu Glu Asp Thr Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala 
885 890 895 

Arg Arg Lys Arg Ser Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser 
900 905 910 

Leu Arg Val Asn Phe Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala 
915 920 925 
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Pro Lys Glu Tyr Glu Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro 
930 935 940 



Leu Ala Asp Asp Val Thr Pro Thr Lys His Ala lie Val Gin Thr Leu 
945 950 955 960 

Val His Leu Lys Phe Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro 
965 970 975 

Thr Lys Leu Ser Pro lie Ser Val Leu Tyr Lys Asp Asp Met Gly Val 
980 985 990 

Pro Thr Leu Lys Tyr His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly 
995 1000 1005 

Cys Arg 
1010 



<210> 1529 
<211> 1010 
<212> PRT 

<213> Homo sapiens 
<400> 1529 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Gly Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
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195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
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530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Lys Pro Leu Gin Ser 
595 600 605 

Trp Gly Arg Gly Ser Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val 
610 615 620 

Pro Gly Gly Gly Leu Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu 
625 630 635 640 

Glu Asn Val Lys Val Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val 
645 650 655 

Pro Ser Gin Asp Lys Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp 
660 665 670 

Leu Tyr Asn Arg Tyr Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn 
675 680 685 

lie Val Arg Ser Phe Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr 
690 695 700 

Glu Asp Phe Pro Phe Gin Lys His lie Leu Leu Phe Asn lie Ser lie 
705 710 715 720 

Pro Arg His Glu Gin lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser 
725 730 735 

Cys Gin Asn His Val Asp Pro Ser His Asp Leu Lys Gly Ser Val Val 
740 745 750 

lie Tyr Asp Val Leu Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu 
755 760 765 

Thr Lys Thr Phe Leu Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu 
770 775 780 

Thr Leu Glu Val Ser Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser 
785 790 795 800 

Thr Lys Ser Lys Asn Lys Leu Glu Val Thr Val Glu Ser His Arg Lys 
805 810 815 

Gly Cys Asp Thr Leu Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu 
820 825 830 

Pro Phe Phe Val Val Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu 
835 840 845 

Thr Arg Leu Glu Leu Arg Glu Met lie Ser His Glu Gin Glu Ser Val 
850 855 860 

Leu Lys Lys Leu Ser Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser 
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865 



870 



875 



880 



His Glu Glu Asp Thr Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala 
885 890 895 

Arg Arg Lys Arg Ser Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser 
900 905 910 

Leu Arg Val Asn Phe Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala 
915 920 925 

Pro Lys Glu Tyr Glu Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro 
930 935 940 

Leu Ala Asp Asp Val Thr Pro Thr Lys His Ala lie Val Gin Thr Leu 
945 950 955 960 

Val His Leu Lys Phe Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro 
965 970 975 

Thr Lys Leu Ser Pro lie Ser Val Leu Tyr Lys Asp Asp Met Gly Val 
980 985 990 

Pro Thr Leu Lys Tyr His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly 
995 1000 1005 

Cys Arg 
1010 



<210> 1530 

<211> 755 

<212> PRT 

<213> Homo sapiens 

<400> 1530 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 
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Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 
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Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 



Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ala Gly Arg His Val Arg Ser Tyr Asn His Leu Gin Gly Asp Val 
610 615 620 

Arg Trp Arg Lys Leu Phe Ser Phe Thr Lys Tyr Phe Leu Lys lie Glu 
625 630 635 640 

Lys Asn Gly Lys Val Ser Gly Thr Lys Lys Glu Asn Cys Pro Tyr Ser 
645 650 655 

He Leu Glu He Thr Ser Val Glu He Gly Val Val Ala Val Lys Ala 
660 665 670 

He Asn Ser Asn Tyr Tyr Leu Ala Met Asn Lys Lys Gly Lys Leu Tyr 
675 680 685 

Gly Ser Lys Glu Phe Asn Asn Asp Cys Lys Leu Lys Glu Arg He Glu 
690 695 700 

Glu Asn Gly Tyr Asn Thr Tyr Ala Ser Phe Asn Trp Gin His Asn Gly 
705 710 715 720 

Arg Gin Met Tyr Val Ala Leu Asn Gly Lys Gly Ala Pro Arg Arg Gly 
725 730 735 

Gin Lys Thr Arg Arg Lys Asn Thr Ser Ala His Phe Leu Pro Met Val 
740 745 750 

Val His Ser 
755 



<210> 1531 
<211> 1010 
<212> PRT 

<213> Homo sapiens 
<400> 1531 
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Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ala Gly Val 
15 10 15 



Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser 
275 280 285 

He Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 , 330 335 
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Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Lys Pro Leu Gin Ser 
595 600 605 

Trp Gly Arg Gly Ser Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val 
610 615 620 

Pro Gly Gly Gly Leu Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu 
625 630 635 640 

Glu Asn Val Lys Val Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val 
645 650 655 

Pro Ser Gin Asp Lys Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp 
660 665 670 
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Leu Tyr Asn Arg Tyr Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn 
675 680 685 

lie Val Arg Ser Phe Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr 
690 695 700 

Glu Asp Phe Pro Phe Gin Lys His lie Leu Leu Phe Asn lie Ser lie 
705 710 715 720 

Pro Arg His Glu Gin lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser 
725 730 735 

Cys Gin Asn His Val Asp Pro Ser His Asp Leu Lys Gly Ser Val Val 
740 745 750 

lie Tyr Asp Val Leu Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu 
755 760 765 

Thr Lys Thr Phe Leu Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu 
770 775 780 

Thr Leu Glu Val Ser Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser 
785 790 795 800 

Thr Lys Ser Lys Asn Lys Leu Glu Val Thr Val Glu Ser His Arg Lys 
805 810 815 

Gly Cys Asp Thr Leu Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu 
820 825 830 

Pro Phe Phe Val Val Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu 
835 840 845 

Thr Arg Leu Glu Leu Arg Glu Met lie Ser His Glu Gin Glu Ser Val 
850 855 860 

Leu Lys Lys Leu Ser Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser 
865 870 875 880 

His Glu Glu Asp Thr Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala 
885 890 895 

Arg Arg Lys Arg Ser Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser 
900 905 910 

Leu Arg Val Asn Phe Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala 
915 920 925 

Pro Lys Glu Tyr Glu Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro 
930 935 940 

Leu Ala Asp Asp Val Thr Pro Thr Lys His Ala lie Val Gin Thr Leu 
945 950 955 960 

Val His Leu Lys Phe Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro 
965 970 975 

Thr Lys Leu Ser Pro lie Ser Val Leu Tyr Lys Asp Asp Met Gly Val 
980 985 990 

Pro Thr Leu Lys Tyr His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly 
995 1000 1005 
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Cys Arg 
1010 



<210> 1532 

<211> 1010 

<212> PRT 

<213> Homo sapiens 

<400> 1532 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 
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He Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 



Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp He Cys Thr Leu Ser Glu Lys Glu Arg Gin He Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Lys Pro Leu Gin Ser 
595 600 605 

Trp Gly Arg Gly Ser Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val 
610 615 620 
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Pro Gly Gly Gly Leu Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu 
625 630 635 640 

Glu Asn Val Lys Val Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val 
645 650 655 

Pro Ser Gin Asp Lys Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp 
660 665 670 

Leu Tyr Asn Arg Tyr Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn 
675 680 685 

lie Val Arg Ser Phe Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr 
690 695 700 

Glu Asp Phe Pro Phe Gin Lys His lie Leu Leu Phe Asn lie Ser lie 
705 710 715 720 

Pro Arg His Glu Gin lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser 
725 730 735 

Cys Gin Asn His Val Asp Pro Ser His Asp Leu Lys Gly Ser Val Val 
740 745 750 

lie Tyr Asp Val Leu Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu 
755 760 765 

Thr Lys Thr Phe Leu Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu 
770 775 780 

Thr Leu Glu Val Ser Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser 
785 790 795 800 

Thr Lys Ser Lys Asn Lys Leu Glu Val Thr Val Glu Ser His Arg Lys 
805 810 815 

Gly Cys Asp Thr Leu Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu 
820 825 830 

Pro Phe Phe Val Val Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu 
835 840 845 

Thr Arg Leu Glu Leu Arg Glu Met lie Ser His Glu Gin Glu Ser Val 
850 855 860 

Leu Lys Lys Leu Ser Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser 
865 870 875 880 

His Glu Glu Asp Thr Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala 
885 890 895 

Arg Arg Lys Arg Ser Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser 
900 905 910 

Leu Arg Val Asn Phe Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala 
915 920 925 

Pro Lys Glu Tyr Glu Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro 
930 935 940 

Leu Ala Asp Asp Val Thr Pro Thr Lys His Ala lie Val Gin Thr Leu 
945 950 955 960 
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Val His Leu Lys Phe Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro 
965 970 975 

Thr Lys Leu Ser Pro lie Ser Val Leu Tyr Lys Asp Asp Met Gly Val 
980 985 990 

Pro Thr Leu Lys Tyr His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly 
995 1000 1005 

Cys Arg 
1010 



<210> 1533 

<211> 1010 

<212> PRT 

<213> Homo sapiens 

<400> 1533 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Gly Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 
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Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
,515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 
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Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Lys Pro Leu Gin Ser 
595 600 605 

Trp Gly Arg Gly Ser Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val 
610 615 620 

Pro Gly Gly Gly Leu Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu 
625 630 635 640 

Glu Asn Val Lys Val Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val 
645 650 655 

Pro Ser Gin Asp Lys Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp 
660 665 670 

Leu Tyr Asn Arg Tyr Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn 
675 680 685 

lie Val Arg Ser Phe Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr 
690 695 700 

Glu Asp Phe Pro Phe Gin Lys His lie Leu Leu Phe Asn lie Ser lie 
705 710 715 720 

Pro Arg His Glu Gin lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser 
725 730 735 

Cys Gin Asn His Val Asp Pro Ser His Asp Leu Lys Gly Ser Val Val 
740 745 750 

lie Tyr Asp Val Leu Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu 
755 760 765 

Thr Lys Thr Phe Leu Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu 
770 775 780 

Thr Leu Glu Val Ser Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser 
785 790 795 800 

Thr Lys Ser Lys Asn Lys Leu Glu Val Thr Val Glu Ser His Arg Lys 
805 810 815 

Gly Cys Asp Thr Leu Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu 
820 825 830 

Pro Phe Phe Val Val Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu 
835 840 845 

Thr Arg Leu Glu Leu Arg Glu Met lie Ser His Glu Gin Glu Ser Val 
850 855 860 

Leu Lys Lys Leu Ser Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser 
865 870 875 880 

His Glu Glu Asp Thr Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala 
885 890 895 
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Arg Arg Lys Arg Ser Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser 
900 905 910 



Leu Arg Val Asn Phe Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala 
915 920 925 

Pro Lys Glu Tyr Glu Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro 
930 935 940 

Leu Ala Asp Asp Val Thr Pro Thr Lys His Ala lie Val Gin Thr Leu 
945 950 955 960 

Val His Leu Lys Phe Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro 
965 970 975 

Thr Lys Leu Ser Pro lie Ser Val Leu Tyr Lys Asp Asp Met Gly Val 
980 985 990 

Pro Thr Leu Lys Tyr His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly 
995 1000 1005 

Cys Arg 
1010 



<210> 1534 
<211> 786 
<212> PRT 

<213> Homo sapiens 
<400> 1534 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
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165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
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500 



505 



510 



Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
610 615 620 

Lys Cys Leu Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu 
625 630 635 640 

Gin Glu Lys Leu Val Ser Glu Cys Ala Thr Tyr Lys Leu Cys His Pro 
645 650 655 

Glu Glu Leu Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro 
660 665 670 

Leu Ser Ser Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser 
675 680 685 

Gin Leu His Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu 
690 695 700 

Glu Gly lie Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu 
705 710 715 720 

Asp Val Ala Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu 
725 730 735 

Gly Met Ala Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe 
740 745 750 

Ala Ser Ala Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His 
755 760 765 

Leu Gin Ser Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala 
770 775 780 

Gin Pro 
785 



<210> 1535 

<211> 850 

<212> PRT 

<213> Homo sapiens 
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<400> 1535 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Gin Val Gin Leu Gin Gin Ser Gly 
20 25 30 

Ala Glu Val Lys Lys Pro Gly Ser Ser Val Arg Val Ser Cys Lys Ala 
35 40 45 

Ser Gly Gly Thr Phe Asn Asn Asn Ala lie Asn Trp Val Arg Gin Ala 
50 55 60 

Pro Gly Gin Gly Leu Glu Trp Met Gly Gly lie lie Pro Met Phe Gly 
65 70 75 80 

Thr Ala Lys Tyr Ser Gin Asn Phe Gin Gly Arg Val Ala He Thr Ala 
85 90 95 

Asp Glu Ser Thr Gly Thr Ala Ser Met Glu Leu Ser Ser Leu Arg Ser 
100 105 110 

Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Ser Arg Asp Leu Leu Leu 
115 120 125 

Phe Pro His His Ala Leu Ser Pro Trp Gly Arg Gly Thr Met Val Thr 
130 135 140 

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly 
145 150 155 160 

Gly Ser Ala Phe Ser Ser Glu Leu Thr Gin Asp Pro Ala Val Ser Val 
165 170 175 

Ala Leu Gly Gin Thr Val Arg Val Thr Cys Gin Gly Asp Ser Leu Arg 
180 185 190 

Ser Tyr Tyr Ala Ser Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Val 
195 200 205 

Leu Val He Tyr Gly Lys Asn Asn Arg Pro Ser Gly He Pro Asp Arg 
210 215 220 

Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr He Thr Gly 
225 230 235 240 

Ala Gin Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Arg Asp Ser 
245 250 255 

Ser Gly Asn His Trp Val Phe Gly Gly Gly Thr Glu Leu Thr Val Leu 
260 265 270 

Gly His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val 
275 280 285 

Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His 
290 295 300 

Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala 
305 310 315 320 

Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly 
325 330 335 
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Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met 
340 345 350 

Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu 
355 360 365 

Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu 
370 375 380 

Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu 
385 390 395 400 

Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala 
405 410 415 

Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu 
420 425 430 

Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp 
435 440 445 

Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys 
450 455 460 

Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala 
465 470 475 480 

Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val 
485 490 495 

Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His 
500 505 510 

Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr 
515 520 525 

lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys 
530 535 540 

Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn 
545 550 555 560 

Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu 
565 570 575 

Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu 
580 585 590 

Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val 
595 600 605 

Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys 
610 615 620 

Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp 
625 630 635 640 

Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn 
645 650 655 

Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu 
660 665 670 
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Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu 
675 680 685 



Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys 
690 695 700 

His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val 
705 710 715 720 

Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp 
725 730 735 

Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys 
740 745 750 

Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn 
755 760 765 

Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys 
770 775 780 

Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His 
785 790 795 800 

Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe 
805 810 815 

Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys 
820 825 830 

Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu 
835 840 845 

Gly Leu 
850 



<210> 1536 

<211> 634 

<212> PRT 

<213> Homo sapiens 

<400> 1536 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Thr Met Pro Phe Leu Phe Cys Asn 
20 25 30 

Val Asn Asp Val Cys Asn Phe Ala Ser Arg Asn Asp Tyr Ser Tyr Trp 
35 40 45 

Leu Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly 
50 55 60 

Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu 
65 70 75 80 

Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr 
85 90 95 
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Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 
100 105 110 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
115 120 125 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 
130 135 140 

Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 
145 150 155 160 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 
165 170 175 

His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala 
180 185 190 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
195 200 205 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 
210 215 220 

Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala 
225 230 235 240 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly 
245 250 255 

Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe 
260 265 270 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr 
275 280 285 

Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 
290 295 300 

Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie 
305 310 315 320 

Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser 
325 330 335 

His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro 
340 345 350 

Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr 
355 360 365 

Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 
370 375 380 

Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys 
385 390 395 400 

Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 
405 410 415 

Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu 
420 425 430 
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Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly 
435 440 445 



Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val 
450 455 460 

Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly 
465 470 475 480 

Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro 
485 490 495 

Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu 
500 505 510 

His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu 
515 520 525 

Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu 
530 535 540 

Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala 
545 550 555 560 

Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr 
565 570 575 

Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin 
580 585 590 

Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys 
595 600 605 

Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu 
610 615 620 

Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 



<210> 1537 
<211> 636 
<212> PRT 

<213> Homo sapiens 
<400> 1537 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Lys Gin Arg Phe Thr Thr Met Pro 
20 25 30 

Phe Leu Phe Cys Asn Val Asn Asp Val Cys Asn Phe Ala Ser Arg Asn 
35 40 45 

Asp Tyr Ser Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp 
50 55 60 

Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin 
65 70 75 80 

Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu 
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85 90 95 

Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn 
100 105 110 

Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val 
115 120 125 

Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys 
130 135 140 

Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn 
145 150 155 160 

Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr 
165 170 175 

Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu 
180 185 190 

lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe 
195 200 205 

Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp 
210 215 220 

Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly 
225 230 235 240 

Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys 
245 250 255 

Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin 
260 265 270 

Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp 
275 280 285 

Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys 
290 295 300 

Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp 
305 310 315 320 

Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu 
325 330 335 

Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp 
340 345 350 

Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys 
355 360 365 

Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu 
370 375 380 

Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu 
385 390 395 400 

Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp 
405 410 415 

Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val 
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420 



425 



430 



Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin 
435 440 445 

Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys 
450 455 460 

Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn 
465 470 475 480 

Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg 
485 490 495 

Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys 
500 505 510 

Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys 
515 520 525 

Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val 
530 535 540 

Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe 
545 550 555 560 

His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys 
565 570 575 

Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys 
580 585 590 

Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys 
595 600 605 

Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys 
610 615 620 

Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 635 



<210> 1538 

<211> 634 

<212> PRT 

<213> Homo sapiens 

<400> 1538 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp I^eu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 
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Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 
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Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 



Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Thr Met Pro Phe Leu Phe Cys Asn Val Asn Asp Val Cys Asn Phe 
610 615 620 

Ala Ser Arg Asn Asp Tyr Ser Tyr Trp Leu 
625 630 



<210> 1539 
<211> 636 
<212> PRT 

<213> Homo sapiens 
<400> 1539 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 
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Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 



Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu. 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Valy Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 
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Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys 
405 410 415 



Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Lys Gin Arg Phe Thr Thr Met Pro Phe Leu Phe Cys Asn Val Asn 
610 615 620 

Asp Val Cys Asn Phe Ala Ser Arg Asn Asp Tyr Ser 
625 630 635 



<210> 1540 

<211> 671 

<212> PRT 

<213> Homo sapiens 

<400> 1540 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Phe Val Asn Gin His Leu Cys Gly 
20 25 30 

Ser His Leu Val Glu Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe 
35 40 45 

Phe Tyr Thr Pro Lys Thr Lys Arg Gly Gly Gly Pro Gly Arg Gly Lys 
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Arg Gly lie Val Glu Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin 
65 70 75 80 

Leu Glu Asn Tyr Cys Asn Asp Ala His Lys Ser Glu Val Ala His Arg 
85 90 95 

Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala 
100 105 110 

Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu 
115 120 125 

Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser 
130 135 140 

Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu 
145 150 155 160 

Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys 
165 170 175 

Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys 
180 185 190 

Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val 
195 200 205 

Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr 
210 215 220 

Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu 
225 230 235 240 

Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin 
245 250 255 

Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg 
260 265 270 

Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser 
275 280 285 

Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg 
290 295 300 

Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu 
305 310 315 320 

Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu 
325 330 335 

Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu 
340 345 350 

Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro 
355 360 365 

Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met 
370 375 380 

Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp 
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385 



390 



395 



400 



Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe 
405 410 415 

Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu 
420 425 430 

Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala 
435 440 445 

Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys 
450 455 460 

Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu 
465 470 475 480 

Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg 
485 490 495 

Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val 
500 505 510 

Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu 
515 520 525 

Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn 
530 535 540 

Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr 
545 550 555 560 

Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala 
565 570 575 

Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr 
580 585 590 

Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin 
595 600 605 

lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys 
610 615 620 

Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe 
625 630 635 640 

Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu 
645 650 655 

Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 670 



<210> 1541 
<211> 671 
<212> PRT 

<213> Homo sapiens 
<400> 1541 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 
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Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 
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Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu Ala Leu 
610 615 620 

Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr Lys 
625 630 635 640 

Arg Gly Gly Gly Pro Gly Arg Gly Lys Arg Gly lie Val Glu Gin Cys 
645 650 655 

Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu Asn Tyr Cys Asn 
660 665 670 
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<210> 1542 
<211> 667 
<212> PRT 

<213> Homo sapiens 
<400> 1542 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Phe Val Asn Gin His Leu Cys Gly 
20 25 30 

Ser His Leu Val Glu Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe 
35 40 45 

Phe Tyr Thr Pro Lys Thr Gly Gly Gly Pro Gly Lys Lys Gly lie Val 
50 55 60 

Glu Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu Asn Tyr 
65 70 75 80 

Cys Asn Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
85 90 95 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
100 105 110 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
115 120 125 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
130 135 140 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
145 150 155 160 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
165 170 175 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
180 185 190 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
195 200 205 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
210 215 220 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
225 230 235 240 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
245 250 255 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
260 265 270 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
275 280 285 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
290 295 300 
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Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
305 310 315 320 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
325 330 335 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
340 345 350 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
355 360 365 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
370 375 380 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
385 390 395 400 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
405 410 415 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
420 425 430 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
435 440 445 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
450 455 460 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
465 470 475 480 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
485 490 495 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
500 505 510 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
515 520 525 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
530 535 540 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
545 550 555 560 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
565 570 575 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
580 585 590 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
595 600 605 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
610 615 620 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
625 630 635 640 
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Cys Lys Ala Asp 

Leu Val Ala Ala 
660 



Asp Lys Glu Thr 
645 

Ser Gin Ala Ala 



Cys Phe Ala Glu 
650 

Leu Gly Leu 
665 



Glu Gly Lys Lys 
655 



<210> 1543 
<211> 667 
<212> PRT 

<213> Homo sapiens 
<400> 1543 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
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260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
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595 



600 



605 



Leu Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu Ala Leu 
610 615 620 

Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr Gly 
625 630 635 640 

Gly Gly Pro Gly Lys Lys Gly lie Val Glu Gin Cys Cys Thr Ser He 
645 650 655 

Cys Ser Leu Tyr Gin Leu Glu Asn Tyr Cys Asn 
660 665 



<210> 1544 

<211> 778 

<212> PRT 

<213> Homo sapiens 

<400> 1544 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 
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Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 
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Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
610 615 620 

Lys Cys Leu Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu 
625 630 635 640 

Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
645 650 655 

Val Leu Leu Gly His Ser Leu Gly He Pro Trp Ala Pro Leu Ser Ser 
660 665 670 

Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
675 680 685 

Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly He 
690 695 700 

Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
705 710 715 720 

Asp Phe Ala Thr Thr He Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
725 730 735 

Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
740 745 750 

Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
755 760 765 

Phe Leu Glu Val Ser Tyr Arg Val Leu Arg 
770 775 



<210> 1545 
<211> 779 
<212> PRT 

<213> Homo sapiens 
<400> 1545 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 
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Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 
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Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
610 615 620 

Lys Cys Leu Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu 
625 630 635 640 

Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
645 650 655 

Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
660 665 670 

Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
675 680 685 

Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
690 695 700 

Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
705 710 715 720 

Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
725 730 735 
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Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
740 745 750 

Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
755 760 765 

Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His 
770 775 



<210> 1546 

<211> 778 

<212> PRT 

<213> Homo sapiens 

<400> 1546 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
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245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
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580 



585 



590 



Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu Glu Gin 
610 615 620 

Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys Leu Cys 
625 630 635 640 

Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu Val Leu Leu Gly His 
645 650 655 

Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser Cys Pro Ser Gin Ala 
660 665 670 

Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His Ser Gly Leu Phe Leu 
675 680 685 

Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie Ser Pro Glu Leu Gly 
690 695 700 

Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala Asp Phe Ala Thr Thr 
705 710 715 720 

lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala Pro Ala Leu Gin Pro 
725 730 735 

Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala Phe Gin Arg Arg Ala 
740 745 750 

Gly Gly Val Leu Val Ala Ser His Leu Gin Ser Phe Leu Glu Val Ser 
755 760 765 

Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
770 775 



<210> 1547 
<211> 809 
<212> PRT 

<213> Homo sapiens 
<400> 1547 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Met Ala Phe Thr Glu His Ser Pro 
20 25 30 

Leu Thr Pro His Arg Arg Asp Leu Cys Ser Arg Ser lie Trp Leu Ala 
35 40 45 

Arg Lys lie Arg Ser Asp Leu Thr Ala Leu Thr Glu Ser Tyr Val Lys 
50 55 60 

His Gin Gly Leu Asn Lys Asn lie Asn Leu Asp Ser Ala Asp Gly Met 
65 70 75 80 

Pro Val Ala Ser Thr Asp Gin Trp Ser Glu Leu Thr Glu Ala Glu Arg 
85 90 95 
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Leu Gin Glu Asn Leu Gin Ala Tyr Arg Thr Phe His Val Leu Leu Ala 
100 105 " 110 

Arg Leu Leu Glu Asp Gin Gin Val His Phe Thr Pro Thr Glu Gly Asp 
115 120 125 

Phe His Gin Ala lie His Thr Leu Leu Leu Gin Val Ala Ala Phe Ala 
130 135 140 

Tyr Gin lie Glu Glu Leu Met lie Leu Leu Glu Tyr Lys lie Pro Arg 
145 150 155 160 

Asn Glu Ala Asp Gly Met Pro lie Asn Val Gly Asp Gly Gly Leu Phe 
165 170 175 

Glu Lys Lys Leu Trp Gly Leu Lys Val Leu Gin Glu Leu Ser Gin Trp 
180 185 190 

Thr Val Arg Ser lie His Asp Leu Arg Phe lie Ser Ser His Gin Thr 
195 200 205 

Gly lie Pro Ala Arg Gly Ser His Tyr lie Ala Asn Asn Lys Lys Met 
210 215 220 

Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu 
225 230 235 240 

Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin 
245 250 255 

Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu 
260 265 270 

Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys 
275 280 285 

Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu 
290 295 300 

Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro 
305 310 315 320 

Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu 
325 330 335 

Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His 
340 345 350 

Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg 
355 360 365 

Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg 
370 375 380 

Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala 
385 390 395 400 

Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser 
405 410 415 

Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu 
420 425 430 
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Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro 
435 440 445 



Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys 
450 455 460 

Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp 
465 470 475 480 

Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser 
485 490 495 

Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His 
500 505 510 

Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser 
515 520 525 

Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala 
530 535 540 

Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg 
545 550 555 560 

Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr 
565 570 575 

Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu 
580 585 590 

Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro 
595 600 605 

Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu 
610 615 620 

Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro 
625 630 635 640 

Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys 
645 650 655 

Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys 
660 665 670 

Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His 
675 680 685 

Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser 
690 695 700 

Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr 
705 710 715 720 

Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp 
725 730 735 

lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala 
740 745 750 

Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu 
755 760 765 
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Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys 
770 775 780 



Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val 
785 790 795 800 

Ala Ala Ser Gin Ala Ala Leu Gly Leu 
805 



<210> 1548 
<211> 809 
<212> PRT 

<213> Homo sapiens 
<400> 1548 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Letf Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 
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Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 
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Ala Phe Val Glu Lys 
580 

Ala Glu Glu Gly Lys 
595 

Leu Met Ala Phe Thr 
610 

Leu Cys Ser Arg Ser 
625 

Thr Ala Leu Thr Glu 
645 

lie Asn Leu Asp Ser 
660 

Trp Ser Glu Leu Thr 
67 5 

Tyr Arg Thr Phe His 
690 

Val His Phe Thr Pro 
705 

Leu Leu Leu Gin Val 
725 

lie Leu Leu Glu Tyr 
740 

lie Asn Val Gly Asp 
755 

Lys Val Leu Gin Glu 
770 

Leu Arg Phe lie Ser 
785 

His Tyr lie Ala Asn 
805 



Cys Cys Lys Ala Asp Asp 
585 

Lys Leu Val Ala Ala Ser 
600 

Glu His Ser Pro Leu Thr 
615 

lie Trp Leu Ala Arg Lys 
630 635 

Ser Tyr Val Lys His Gin 
650 

Ala Asp Gly Met Pro Val 
665 

Glu Ala Glu Arg Leu Gin 
680 

Val Leu Leu Ala Arg Leu 
695 

Thr Glu Gly Asp Phe His 
710 715 

Ala Ala Phe Ala Tyr Gin 
730 

Lys lie Pro Arg Asn Glu 
745 

Gly Gly Leu Phe Glu Lys 
760 

Leu Ser Gin Trp Thr Val 
775 

Ser His Gin Thr Gly lie 
790 795 

Asn Lys Lys Met 



Lys Glu Thr Cys Phe 
590 

Gin Ala Ala Leu Gly 
605 

Pro His Arg Arg Asp 
620 

lie Arg Ser Asp Leu 
640 

Gly Leu Asn Lys Asn 
655 

Ala Ser Thr Asp Gin 
670 

Glu Asn Leu Gin Ala 
685 

Leu Glu Asp Gin Gin 
700 

Gin Ala lie His Thr 
720 

lie Glu Glu Leu Met 

735 

Ala Asp Gly Met Pro 
750 

Lys Leu Trp Gly Leu 
765 

Arg Ser lie His Asp 
780 

Pro Ala Arg Gly Ser 
800 



<210> 1549 
<211> 667 
<212> PRT 

<213> Homo sapiens 
<400> 1549 

Met Leu Leu Gin Ala Phe Leu Phe Leu Leu Ala Gly Phe Ala Ala Lys 
15 10 15 

lie Ser Ala Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu 
20 25 30 

Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys 
35 40 45 

Thr Gly Tyr Gly Ser Ser Ser Arg Arg Ala Pro Gin Thr Gly lie Val 
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Glu Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu Asn Tyr 
65 70 75 80 

Cys Asn Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
85 90 95 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
100 105 110 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
115 120 125 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
130 135 140 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
145 150 155 160 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
165 170 175 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
180 185 190 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
195 200 205 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
210 215 220 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
225 230 235 240 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
245 250 255 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
260 265 270 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
275 280 285 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
290 295 300 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
305 310 315 320 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
325 330 335 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
340 345 350 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
355 360 365 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
370 375 380 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
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385 



390 



395 



400 



Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
405 410 415 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
420 425 430 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
435 440 445 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
450 455 460 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
465 470 475 480 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
485 490 495 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
500 505 510 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
515 520 525 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
530 535 540 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
545 550 555 560 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
565 570 575 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
580 585 590 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
595 600 605 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
610 615 620 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
625 630 635 640 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
645 650 655 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 



<210> 1550 

<211> 666 

<212> PRT 

<213> Homo sapiens 

<400> 1550 

Met Leu Leu Gin Ala Phe Leu Phe Leu Leu Ala Gly Phe Ala Ala Lys 
15 10 15 
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lie Ser Ala Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu Ala 
20 25 30 

Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr 
35 40 45 

Gly Tyr Gly Ser Ser Ser Arg Arg Ala Pro Gin Thr Gly lie Val Glu 
50 55 60 

Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu Asn Tyr Cys 
65 70 75 80 

Asn Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly 
85 90 95 

Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu 
100 105 110 

Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr 
115 120 125 

Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 
130 135 140 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
145 150 155 160 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 
165 170 175 

Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 
180 185 190 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 
195 200 205 

His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala 
210 215 220 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
225 230 235 240 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 
245 250 255 

Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala 
260 265 270 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly 
275 280 285 

Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe 
290 295 300 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr 
305 310 315 320 

Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 
325 330 335 

Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu Asn Gin Asp Ser He 
340 345 350 
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Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser 
355 360 365 

His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro 
370 375 380 

Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr 
385 390 395 400 

Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 
405 410 415 

Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys 
420 425 430 

Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 
435 440 445 

Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu 
450 455 460 

Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly 
465 470 475 480 

Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val 
485 490 495 

Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly 
500 505 510 

Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro 
515 520 525 

Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu 
530 535 540 

His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu 
545 550 555 560 

Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu 
565 570 575 

Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala 
580 585 590 

Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr 
595 600 605 

Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin 
610 615 620 

Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys 
625 630 635 640 

Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu 
645 650 655 

Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 
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<210>>1551 
<211> 817 
<212> PRT 

<213> Homo sapiens 
<400> 1551 

Met Ala Leu Val Leu lie Leu Gin Leu Leu Thr Leu Trp Pro Leu Cys 
15 10 15 

His Thr Asp lie Thr Pro Ser Val Pro Pro Ala Ser Tyr His Pro Lys 
20 25 30 

Pro Trp Leu Gly Ala Gin Pro Ala Thr Val Val Thr Pro Gly Val Asn 
35 40 45 

Val Thr Leu Arg Cys Arg Ala Pro Gin Pro Ala Trp Arg Phe Gly Leu 
50 55 60 

Phe Lys Pro Gly Glu lie Ala Pro Leu Leu Phe Arg Asp Val Ser Ser 
65 70 75 80 

Glu Leu Ala Glu Phe Phe Leu Glu Glu Val Thr Pro Ala Gin Gly Gly 
85 90 95 

Ser Tyr Arg Cys Cys Tyr Arg Arg Pro Asp Trp Gly Pro Gly Val Trp 
100 105 110 

Ser Gin Pro Ser Asp Val Leu Glu Leu Leu Val Thr Glu Glu Leu Pro 
115 120 125 

Arg Pro Ser Leu Val Ala Leu Pro Gly Pro Val Val Gly Pro Gly Ala 
130 135 140 

Asn Val Ser Leu Arg Cys Ala Gly Arg Leu Arg Asn Met Ser Phe Val 
145 150 155 160 

Leu Tyr Arg Glu Gly Val Ala Ala Pro Leu Gin Tyr Arg His Ser Ala 
165 170 175 

Gin Pro Trp Ala Asp Phe Thr Leu Leu Gly Ala Arg Ala Pro Gly Thr 
180 185 190 

Tyr Ser Cys Tyr Tyr His Thr Pro Ser Ala Pro Tyr Val Leu Ser Gin 
195 200 205 

Arg Ser Glu Val Leu Val lie Ser Trp Glu Asp Ser Gly Ser Ser Asp 
210 215 220 

Tyr Thr Arg Gly Asn Leu Val Arg Asp Ala His Lys Ser Glu Val Ala 
225 230 235 240 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
245 250 255 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
260 265 270 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
275 280 285 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
290 295 300 
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Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
305 310 315 320 



Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
325 330 335 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
340 345 350 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
355 360 365 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
370 375 380 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
385 390 395 400 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
405 410 415 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
420 425 430 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
435 440 445 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
450 455 460 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
465 470 475 480 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
485 490 495 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
500 505 510 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
515 520 525 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
530 535 540 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
545 550 555 560 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
565 570 575 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
580 585 590 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
595 600 605 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
610 615 620 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
625 630 635 640 
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Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
645 650 655 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
660 665 670 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
675 680 685 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
690 695 700 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
705 710 715 720 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
725 730 735 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
740 745 750 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
755 760 765 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
770 775 780 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
785 790 795 800 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
805 810 815 

Leu 



<210> 1552 

<211> 667 

<212> PRT 

<213> Homo sapiens 

<400> 1552 
Met Leu Leu Gin Ala 
1 5 

He Ser Ala Phe Val 
20 

Ala Leu Tyr Leu Val 
35 

Thr Gly Tyr Gly Ser 
50 

Glu Gin Cys Cys Thr 
65 

Cys Asn Asp Ala His 
85 

Gly Glu Glu Asn Phe 



Phe Leu Phe Leu Leu 
10 

Asn Gin His Leu Cys 
25 

Cys Gly Glu Arg Gly 
40 

Ser Ser Arg Arg Ala 
55 

Ser He Cys Ser Leu 
70 

Lys Ser Glu Val Ala 
90 

Lys Ala Leu Val Leu 



Ala Gly Phe Ala Ala Lys 
15 

Gly Ser His Leu Val Glu 
30 

Phe Phe Tyr Thr Pro Lys 
45 

Pro Gin Thr Gly He Val 
60 

Tyr Gin Leu Glu Asn Tyr 
75 80 

His Arg Phe Lys Asp Leu 
95 

He Ala Phe Ala Gin Tyr 
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100 



105 



110 



Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
115 120 125 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
130 135 140 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
145 150 155 160 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
165 170 175 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
180 185 190 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
195 200 205 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
210 215 220 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
225 230 235 240 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
245 250 255 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
260 265 270 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
275 280 285 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
290 295 300 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
305 310 315 320 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
325 330 335 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
340 345 350 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
355 360 365 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
370 375 380 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
385 390 395 400 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
405 410 415 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
420 425 430 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
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435 



440 



445 



His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
450 455 460 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
465 470 475 480 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
485 490 495 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
500 505 510 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
515 520 525 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
530 535 540 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
545 550 555 560 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
565 570 575 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
580 585 590 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
595 600 605 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
610 615 620 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
625 630 635 640 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
645 650 655 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 



<210> 1553 

<211> 662 

<212> PRT 

<213> Homo sapiens 

<400> 1553 

Met Leu Leu Gin Ala Phe Leu Phe Leu Leu Ala Gly Phe Ala Ala Lys 
15 10 15 

He Ser Ala Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu 
20 25 30 

Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys 
35 40 45 

Thr Gly Gly Gly Pro Gly Lys Arg Gly He Val Glu Gin Cys Cys Thr 
50 55 60 
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Ser lie Cys Ser Leu Tyr Gin Leu Glu Asn Tyr Cys Asn Asp Ala His 
65 70 75 80 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
85 90 95 

Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
100 105 110 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
115 120 125 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
130 135 140 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
145 150 155 160 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
165 170 175 

Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
180 185 190 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
195 200 205 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro 
210 215 220 

Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
225 230 235 240 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
245 250 255 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 
260 265 270 

Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
275 280 285 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
290 295 300 

Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
305 310 315 320 

Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
325 330 335 

Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu 
340 345 350 

Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala 
355 360 365 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
370 375 380 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
385 390 395 400 
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Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
405 410 415 



Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
420 425 430 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
435 440 445 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
450 455 460 

lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
465 470 475 480 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
485 490 495 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
500 505 510 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
515 520 525 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
530 535 540 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
545 550 555 560 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
565 570 575 

Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr 
580 585 590 

Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu 
595 600 605 

Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
610 615 620 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
625 630 635 640 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
645 650 655 

Gin Ala Ala Leu Gly Leu 
660 



<210> 1554 

<211> 671 

<212> PRT 

<213> Homo sapiens 

<400> 1554 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 
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Tyr Ser Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His 
20 25 30 

Leu Asn Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp 
35 40 45 

Val His Asn Phe Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly 
50 55 60 

Lys His Leu Asn Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu 
65 70 75 80 

Gin Asp Val His Asn Phe Asp Ala His Lys Ser Glu Val Ala His Arg 
85 90 95 

Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala 
100 105 110 

Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu 
115 120 125 

Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser 
130 135 140 

Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu 
145 150 155 160 

Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys 
165 170 175 

Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys 
180 185 190 

Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val 
195 200 205 

Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr 
210 215 220 

Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu 
225 230 235 240 

Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin 
245 250 255 

Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg 
260 265 270 

Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser 
275 280 285 

Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg 
290 295 300 

Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu 
305 310 315 320 

Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu 
325 330 335 

Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr He Cys Glu 
340 345 350 
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Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro 
355 360 365 



Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met 
370 375 380 

Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp 
385 390 395 400 

Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe 
405 410 415 

Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu 
420 425 430 

Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala 
435 440 445 

Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys 
450 455 460 

Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu 
465 470 475 480 

Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg 
485 490 495 

Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val 
500 505 510 

Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu 
515 520 525 

Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn 
530 535 540 

Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr 
545 550 555 560 

Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala 
565 570 575 

Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr 
580 585 590 

Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin 
595 600 605 

lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys 
610 615 620 

Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe 
625 630 635 640 

Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu 
645 650 655 

Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 670 



<210> 1555 
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<211> 769 
<212> PRT 
<213> Homo sapiens 

<400> 1555 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ala Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
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305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Met Ser Tyr Asn Leu 
595 600 605 

Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu 
610 615 620 

Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn 
625 630 635 640 

Phe Asp lie Pro Glu Glu lie Lys Gin Leu Gin Gin Phe Gin Lys Glu 
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645 



650 



655 



Asp Ala Ala Leu Thr lie Tyr Glu 
660 

Phe Arg Gin Asp Ser Ser Ser Thr 
675 680 

Asn Leu Leu Ala Asn Val Tyr His 
690 695 

Leu Glu Glu Lys Leu Glu Lys Glu 
705 710 

Ser Ser Leu His Leu Lys Arg Tyr 
725 

Lys Ala Lys Glu Tyr Ser His Cys 
740 

lie Leu Arg Asn Phe Tyr Phe lie 
755 760 

Asn 



Met Leu Gin Asn lie Phe Ala lie 
665 670 

Gly Trp Asn Glu Thr He Val Glu 
685 

Gin He Asn His Leu Lys Thr Val 
700 

Asp Phe Thr Arg Gly Lys Leu Met 
715 720 

Tyr Gly Arg He Leu His Tyr Leu 
730 735 

Ala Trp Thr He Val Arg Val Glu 
745 750 

Asn Arg Leu Thr Gly Tyr Leu Arg 
765 



<210> 1556 

<211> 769 

<212> PRT 

<213> Homo sapiens 

<400> 1556 

Met Lys Trp Val Thr Phe He Ser Leu Leu Phe Leu Phe Ser Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu He 
145 150 155 160 
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Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 
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Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 



Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Met Ser Tyr Asn Leu 
595 600 605 

Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu 
610 615 620 

Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn 
625 630 635 640 

Phe Asp lie Pro Glu Glu lie Lys Gin Leu Gin Gin Phe Gin Lys Glu 
645 650 655 

Asp Ala Ala Leu Thr lie Tyr Glu Met Leu Gin Asn lie Phe Ala lie 
660 665 670 

Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn Glu Thr lie Val Glu 
675 680 685 

Asn Leu Leu Ala Asn Val Tyr His Gin lie Asn His Leu Lys Thr Val 
690 695 700 

Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr Arg Gly Lys Leu Met 
705 710 715 720 

Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg lie Leu His Tyr Leu 
725 730 735 

Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr lie Val Arg Val Glu 
740 745 750 

lie Leu Arg Asn Phe Tyr Phe lie Asn Arg Leu Thr Gly Tyr Leu Arg 
755 760 765 



Asn 



<210> 1557 
<211> 769 
<212> PRT 

<213> Homo sapiens 
<400> 1557 
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Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Gly Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 
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Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Met Ser Tyr Asn Leu 
595 600 605 

Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu 
610 615 620 

Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn 
625 630 635 640 

Phe Asp lie Pro Glu Glu lie Lys Gin Leu Gin Gin Phe Gin Lys Glu 
645 650 655 

Asp Ala Ala Leu Thr lie Tyr Glu Met Leu Gin Asn lie Phe Ala lie 
660 665 670 
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Phe Arg Gin Asp Ser Ser Ser Thr 
675 680 

Asn Leu Leu Ala Asn Val Tyr His 
690 695 

Leu Glu Glu Lys Leu Glu Lys Glu 
705 710 

Ser Ser Leu His Leu Lys Arg Tyr 
725 

Lys Ala Lys Glu Tyr Ser His Cys 
740 

lie Leu Arg Asn Phe Tyr Phe lie 
755 760 



Gly Trp Asn Glu Thr lie Val Glu 
685 

Gin lie Asn His Leu Lys Thr Val 
700 

Asp Phe Thr Arg Gly Lys Leu Met 
715 720 

Tyr Gly Arg lie Leu His Tyr Leu 
730 735 

Ala Trp Thr lie Val Arg Val Glu 
745 750 

Asn Arg Leu Thr Gly Tyr Leu Arg 
765 



Asn 



<210> 1558 
<211> 623 
<212> PRT 

<213> Homo sapiens 
<400> 1558 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ala Gly Cys Lys Asn Phe Phe Trp 
20 25 30 

Lys Thr Phe Thr Ser Cys Asp Ala His Lys Ser Glu Val Ala His Arg 
35 40 45 

Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala 
50 55 60 

Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu 
65 70 75 80 

Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser 
85 90 95 

Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu 
100 105 110 

Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys 
115 120 125 

Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys 
130 135 140 

Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val 
145 150 155 160 

Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr 
165 170 175 

Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu 
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180 185 190 

Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin 
195 200 205 

Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg 
210 215 220 

Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser 
225 230 235 240 

Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg 
245 250 255 

Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu 
260 265 270 

Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu 
275 280 285 

Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu 
290 295 300 

Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro 
305 310 315 320 

Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met 
325 330 335 

Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp 
340 345 350 

Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe 
355 360 365 

Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu 
370 375 380 

Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala 
385 390 395 400 

Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys 
405 410 415 

Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu 
420 425 430 

Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg 
435 440 445 

Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val 
450 455 460 

Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu 
465 470 475 480 

Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn 
485 490 495 

Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr 
500 505 510 

Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala 
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515 



520 



525 



Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr 
530 535 540 

Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin 
545 550 555 560 

lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys 
565 570 575 

Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe 
580 585 590 

Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu 
595 600 605 

Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
610 615 620 



<210> 1559 
<211> 654 
<212> PRT 

<213> Homo sapiens 
<400> 1559 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Gly Glu Gly Thr Phe Thr Ser 
20 25 30 

Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala 
35 40 45 

Trp Leu Val Lys Gly Arg Gly Arg Arg Asp Phe Pro Glu Glu Val Ala 
50 55 60 

lie Val Glu Glu Leu Asp Ala His Lys Ser Glu Val Ala His Arg Phe 
65 70 75 80 

Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe 
85 90 95 

Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val 
100 105 110 

Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala 
115 120 125 

Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys 
130 135 140 

Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys 
145 150 155 160 

Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp 
165 170 175 

Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met 
180 185 190 
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Cys Thr Ala Phe His Asp Asn Glut Glu Thr Phe Leu Lys Lys Tyr Leu 
195 200 205 

Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu 
210 215 220 

Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala 
225 230 235 240 

Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp 
245 250 255 

Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu 
260 265 270 

Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu 
275 280 285 

Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val 
290 295 300 

Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu 
305 310 315 320 

Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn 
325 330 335 

Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu 
340 345 350 

Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro 
355 360 365 

Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val 
370 375 380 

Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu 
385 390 395 400 

Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu 
405 410 415 

Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala 
420 425 430 

Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro 
435 440 445 

Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe 
450 455 460 

Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr 
465 470 475 480 

Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser 
485 490 495 

Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala 
500 505 510 

Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin 
515 520 525 
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Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys 
530 535 540 

Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu 
545 550 555 560 

Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe 
565 570 575 

Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie 
580 585 590 

Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala 
595 600 605 

Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val 
610 615 620 

Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu 
625 630 635 640 

Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
645 650 



<210> 1560 
<211> 636 
<212> PRT 

<213> Homo sapiens 
<400> 1560 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 
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Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 



1121 



Glu Ser Leu Val Asn 
500 

Glu Thr Tyr Val Pro 
515 

Ala Asp lie Cys Thr 
530 

Thr Ala Leu Val Glu 
545 

Gin Leu Lys Ala Val 
565 

Cys Lys Ala Asp Asp 
580 

Leu Val Ala Ala Ser 
595 

Thr Cys Val Leu Gly 
610 

Tyr Pro Arg Thr Asn 
625 



Arg Arg Pro Cys Phe 
505 

Lys Glu Phe Asn Ala 
520 

Leu Ser Glu Lys Glu 
535 

Leu Val Lys His Lys 
550. 

Met Asp Asp Phe Ala 
570 

Lys Glu Thr Cys Phe 
585 

Gin Ala Ala Leu Gly 
600 

Lys Leu Ser Gin Glu 
615 

Thr Gly Ser Gly Thr 
630 



Ser Ala Leu Glu Val Asp 
510 

Glu Thr Phe Thr Phe His 
525 

Arg Gin lie Lys Lys Gin 
540 

Pro Lys Ala Thr Lys Glu 
555 560 

Ala Phe Val Glu Lys Cys 
575 

Ala Glu Glu Gly Lys Lys 
590 

Leu Cys Ser Asn Leu Ser 
605 

Leu His Lys Leu Gin Thr 
620 

Pro Gly 
635 



<210> 1561 

<211> 666 

<212> PRT 

<213> Homo sapiens 

<400> 1561 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu Ala 
20 25 30 

Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr 
35 40 45 

Gly Tyr Gly Ser Ser Ser Arg Arg Ala Pro Gin Thr Gly lie Val Glu 
50 55 60 

Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu Asn Tyr Cys 
65 70 75 80 

Asn Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly 
85 90 95 

Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu 
100 105 110 

Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr 
115 120 125 

Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 
130 135 140 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
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145 150 155 160 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 
165 170 175 

Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 
180 185 190 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 
195 200 205 

His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala 
210 215 220 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
225 230 235 240 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 
245 250 255 

Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala 
260 265 270 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly 
275 280 285 

Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe 
290 295 300 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr 
305 310 315 320 

Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 
325 330 335 

Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie 
340 345 350 

Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser 
355 360 365 

His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro 
370 375 380 

Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr 
385 390 395 400 

Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 
405 410 415 

Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys 
420 425 430 

Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 
435 440 445 

Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu 
450 455 460 

Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly 
465 470 475 480 

Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val 
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485 . 490 495 

Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly 
500 505 510 

Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro 
515 520 525 

Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu 
530 535 540 

His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu 
545 550 555 560 

Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu 
565 570 575 

Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala 
580 585 590 

Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr 
595 600 605 

Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin 
610 615 620 

Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys 
625 630 635 640 

Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu 
645 650 655 

Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 



<210> 1562 
<211> 733 
<212> PRT 

<213> Homo sapiens 
<400> 1562 

Met Arg Phe Pro Ser lie Phe Thr Ala Val Leu Phe Ala Ala Ser Ser 
15 10 15 

Ala Leu Ala Ala Pro Val Asn Thr Thr Thr Glu Asp Glu Thr Ala Gin 
20 25 30 

lie Pro Ala Glu Ala Val lie Gly Tyr Ser Asp Leu Glu Gly Asp Phe 
35 40 45 

Asp Val Ala Val Leu Pro Phe Ser Asn Ser Thr Asn Asn Gly Leu Leu 
50 55 60 

Phe lie Asn Thr Thr lie Ala Ser lie Ala Ala Lys Glu Glu Gly Val 
65 70 75 80 

Ser Leu Asp Lys Arg Phe Val Asn Gin His Leu Cys Gly Ser His Leu 
85 90 95 

Val Glu Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr 
100 105 110 
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Pro Lys Thr Gly Tyr Gly Ser Ser Ser Arg Arg Ala Pro Gin Thr Gly 
115 120 125 

lie Val Glu Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu 
130 135 140 

Asn Tyr Cys Asn Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
145 150 155 160 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala 
165 170 175 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
180 185 190 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
195 200 205 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
210 215 220 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
225 230 235 240 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
245 250 255 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
260 265 270 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
275 280 285 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
290 295 300 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
305 310 315 320 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
325 330 335 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
340 345 350 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
355 360 365 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
370 375 380 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
385 390 395 400 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
405 410 415 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
420 425 430 

Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
435 440 445 
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Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
450 455 460 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
465 470 475 480 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
485 490 495 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
500 505 510 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
515 520 525 

Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
530 535 540 

Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
545 550 555 560 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
565 570 575 

Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys 
580 585 590 

Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu 
595 600 605 

Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys 
610 615 620 

Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu 
625 630 635 640 

Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr 
645 650 655 

Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys 
660 665 670 

Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr 
675 680 685 

Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu 
690 695 700 

Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly 
705 710 715 720 

Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
725 730 



<210> 1563 
<211> 623 
<212> PRT 

<213> Homo sapiens 
<400> 1563 
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Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 
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Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 



Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ala Gly Cys Lys Asn Phe Phe Trp Lys Thr Phe Thr Ser Cys 
610 615 620 



<210> 1564 
<211> 637 
<212> PRT 

<213> Homo sapiens 
<400> 1564 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 
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Tyr Ser Arg Ser Leu Asp Lys Arg Ser Ala Asn Ser Asn Pro Ala Met 
20 25 30 

Ala Pro Arg Glu Arg Lys Ala Gly Cys Lys Asn Phe Phe Trp Lys Thr 
35 40 45 

Phe Thr Ser Cys Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
50 55 60 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala 
65 70 75 80 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
85 90 95 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
100 105 110 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
115 120 125 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
130 135 140 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
145 150 155 160 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
165 170 175 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
180 185 190 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
195 200 205 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
210 215 220 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
225 230 235 240 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
245 250 255 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
260 265 270 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
275 280 285 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
290 295 300 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
305 310 315 320 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
325 330 335 

Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
340 345 350 
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Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
355 360 365 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
370 375 380 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
385 390 395 400 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
405 410 * 415 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
420 425 430 

Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
435 440 445 

Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
450 455 460 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
465 470 475 480 

Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys 
485 490 495 

Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu 
500 505 510 

Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys 
515 520 525 

Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu 
530 535 540 

Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr 
545 550 555 560 

Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys 
565 570 575 

Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr 
580 585 590 

Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu 
595 600 605 

Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly 
610 615 620 

Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
625 630 635 



<210> 1565 
<211> 637 
<212> PRT 

<213> Homo sapiens 
<400> 1565 
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Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 
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Lys Asp Val Cys Lys 
340 

Met Phe Leu Tyr Glu 
355 

Leu Leu Leu Arg Leu 
370 

Cys Ala Ala Ala Asp 
385 

Phe Lys Pro Leu Val 
405 

Glu Leu Phe Glu Gin 
420 

Val Arg Tyr Thr Lys 
435 

Glu Val Ser Arg Asn 
450 

Pro Glu Ala Lys Arg 
465 

Leu Asn Gin Leu Cys 
485 

Val Thr Lys Cys Cys 
500 

Ser Ala Leu Glu Val 
515 

Glu Thr Phe Thr Phe 
530 

Arg Gin lie Lys Lys 
545 

Pro Lys Ala Thr Lys 
565 

Ala Phe Val Glu Lys 
580 

Ala Glu Glu Gly Lys 
595 

Leu Ser Ala Asn Ser 
610 

Gly Cys Lys Asn Phe 
625 



Asn Tyr Ala Glu Ala 
345 

Tyr Ala Arg Arg His 
360 

Ala Lys Thr Tyr Glu 
375 

Pro His Glu Cys Tyr 
390 

Glu Glu Pro Gin Asn 
410 

Leu Gly Glu Tyr Lys 
425 

Lys Val Pro Gin Val 
440 

Leu Gly Lys Val Gly 
455 

Met Pro Cys Ala Glu 
470 

Val Leu His Glu Lys 
490 

Thr Glu Ser Leu Val 
505 

Asp Glu Thr Tyr Val 
520 

His Ala Asp lie Cys 
535 

Gin Thr Ala Leu Val 
550 

Glu Gin Leu Lys Ala 
570 

Cys Cys Lys Ala Asp 
585 

Lys Leu Val Ala Ala 
600 

Asn Pro Ala Met Ala 
615 

Phe Trp Lys Thr Phe 
630 



Lys Asp Val Phe Leu Gly 
350 

Pro Asp Tyr Ser Val Val 
365 

Thr Thr Leu Glu Lys Cys 
380 

Ala Lys Val Phe Asp Glu 
395 400 

Leu lie Lys Gin Asn Cys 
415 

Phe Gin Asn Ala Leu Leu 
430 

Ser Thr Pro Thr Leu Val 
445 

Ser Lys Cys Cys Lys His 
460 

Asp Tyr Leu Ser Val Val 
475 480 

Thr Pro Val Ser Asp Arg 
495 

Asn Arg Arg Pro Cys Phe 
510 

Pro Lys Glu Phe Asn Ala 
525 

Thr Leu Ser Glu Lys Glu 
540 

Glu Leu Val Lys His Lys 
555 560 

Val Met Asp Asp Phe Ala 
575 

Asp Lys Glu Thr Cys Phe 
590 

Ser Gin Ala Ala Leu Gly 
605 

Pro Arg Glu Arg Lys Ala 
620 

Thr Ser Cys 
635 



<210> 1566 
<211> 690 
<212> PRT 

<213> Homo sapiens 
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<400> 1566 

Met Leu Leu Gin Ala Phe Leu Phe Leu Leu Ala Gly Phe Ala Ala Lys 
15 10 15 

lie Ser Ala Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu 
20 25 30 

Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys 
35 40 45 

Thr Arg Arg Glu Ala Glu Asp Leu Gin Val Gly Gin Val Glu Leu Gly 
50 55 60 

Gly Gly Pro Gly Ala Gly Ser Leu Gin Pro Leu Ala Leu Glu Gly Ser 
65 70 75 80 

Leu Gin Lys Arg Gly lie Val Glu Gin Cys Cys Thr Ser lie Cys Ser 
85 90 95 

Leu Tyr Gin Leu Glu Asn Tyr Cys Asn Asp Ala His Lys Ser Glu Val 
100 105 110 

Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val 
115 120 125 

Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His 
130 135 140 

Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala 
145 150 155 160 

Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly 
165 170 175 

Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met 
180 185 190 

Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu 
195 200 205 

Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu 
210 215 220 

Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu 
225 230 235 240 

Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala 
245 250 255 

Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu 
260 265 270 

Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp 
275 280 285 

Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys 
290 295 300 

Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala 
305 310 315 320 

Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val 
325 330 335 
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Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His 
340 345 350 

Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr 
355 360 365 

lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys 
370 375 380 

Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn 
385 390 395 400 

Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu 
405 410 415 

Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu 
420 425 430 

Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val 
435 440 445 

Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys 
450 455 460 

Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp 
465 470 475 480 

Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn 
485 490 495 

Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu 
500 505 510 

Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu 
515 520 525 

Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys 
530 535 540 

His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val 
545 550 555 560 

Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp 
565 570 575 

Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys 
580 ' 585 590 

Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn 
595 600 605 

Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys 
610 615 620 

Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His 
625 630 635 640 

Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe 
645 650 655 

Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys 
660 665 670 
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Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu 
675 680 685 

Gly Leu 
690 



<210> 1567 
<211> 682 
<212> PRT 

<213> Homo sapiens 
<400> 1567 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Lys Thr Glu Ser Ser Ser Arg Gly 
20 25 30 

Pro Tyr His Pro Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie 
35 40 45 

Pro Arg Gin Arg lie Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser 
50 55 60 

Lys Pro Gly lie Val Phe lie Thr Lys Arg Gly His Ser Val Cys Thr 
65 70 75 80 

Asn Pro Ser Asp Lys Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu 
85 90 95 

Asn Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly 
100 105 110 

Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu 
115 120 125 

Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr 
130 135 140 

Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 
145 150 155 160 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
165 170 175 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 
180 185 190 

Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 
195 200 205 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 
210 215 220 

His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala 
225 230 235 240 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
245 250 255 
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Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 
260 265 270 

Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala 
275 280 285 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly 
290 295 300 

Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe 
305 310 315 320 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr 
325 330 335 

Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 
340 345 350 

Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie 
355 360 365 

Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser 
370 375 380 

His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro 
385 390 395 400 

Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr 
405 410 415 

Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 
420 425 430 

Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys 
435 440 445 

Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 
450 455 460 

Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu 
465 470 475 480 

Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly 
485 490 495 

Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val 
500 505 510 

Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly 
515 520 525 

Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro 
530 535 540 

Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu 
545 550 555 560 

His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu 
565 570 575 

Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu 
580 585 590 
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Thr Tyr Val Pro Lys Glu Phe Asn 
595 600 

Asp lie Cys Thr Leu Ser Glu Lys 
610 615 

Ala Leu Val Glu Leu Val Lys His 
625 630 

Leu Lys Ala Val Met Asp Asp Phe 
645 

Lys Ala Asp Asp Lys Glu Thr Cys 
660 

Val Ala Ala Ser Gin Ala Ala Leu 
675 680 



Ala Glu Thr Phe Thr Phe His Ala 
605 

Glu Arg Gin lie Lys Lys Gin Thr 
620 

Lys Pro Lys Ala Thr Lys Glu Gin 
635 640 

Ala Ala Phe Val Glu Lys Cys Cys 
650 655 

Phe Ala Glu Glu Gly Lys Lys Leu 
665 670 

Gly Leu 



<210> 1568 
<211> 681 
<212> PRT 

<213> Homo sapiens 
<400> 1568 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Thr Glu Ser Ser Ser Arg Gly Pro 
20 25 30 

Tyr His Pro Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro 
35 40 45 

Arg Gin Arg lie Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys 
50 55 60 

Pro Gly lie Val Phe lie Thr Lys Arg Gly His Ser Val Cys Thr Asn 
65 70 75 80 

Pro Ser Asp Lys Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu Asn 
85 90 95 

Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu 
100 105 110 

Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin 
115 120 125 

Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu 
130 135 140 

Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys 
145 150 155 160 

Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu 
165 170 175 

Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro 
180 185 190 

Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu 
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195 



200 



205 



Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His 
210 215 220 

Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg 
225 230 235 240 

Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg 
245 250 255 

Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala 
260 265 270 

Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser 
275 280 285 

Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu 
290 295 300 

Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro 
305 310 315 320 

Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys 
325 330 335 

Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp 
340 345 350 

Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser 
355 360 365 

Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His 
370 375 380 

Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser 
385 390 395 400 

Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala 
405 410 415 

Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg 
420 425 430 

Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr 
435 440 445 

Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu 
450 455 460 

Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro 
465 470 475 480 

Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu 
485 490 495 

Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro 
500 505 510 

Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys 
515 520 525 

Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys 
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530 535 540 

Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His 
545 550 555 560 

Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser 
565 570 575 

Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr 
580 585 590 

Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp 
595 600 605 

lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala 
610 615 620 

Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu 
625 630 635 640 

Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys 
645 650 655 

Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val 
660 665 670 

Ala Ala Ser Gin Ala Ala Leu Gly Leu 
675 680 



<210> 1569 
<211> 680 
<212> PRT 

<213> Homo sapiens 
<400> 1569 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Glu Ser Ser Ser Arg Gly Pro Tyr 
20 25 30 

His Pro Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg 
35 40 45 

Gin Arg lie Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro 
50 55 60 

Gly lie Val Phe lie Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro 
65 70 75 80 

Ser Asp Lys Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu Asn Asp 
85 90 95 

Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu 
100 105 110 

Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin 
115 120 125 

Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe 
130 135 140 
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Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser 
145 150 155 160 

Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg 
165 170 175 

Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu 
180 185 190 

Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro 
195 200 205 

Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp 
210 215 220 

Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg 
225 230 235 240 

His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr 
245 250 255 

Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys 
260 265 270 

Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser 
275 280 285 

Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg 
290 295 300 

Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys 
305 310 315 320 

Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val 
325 330 335 

His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg 
340 345 350 

Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser He Ser Ser 
355 360 365 

Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys 
370 375 380 

He Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu 
385 390 395 400 

Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu 
405 410 415 

Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg 
420 425 430 

His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr 
435 440 445 

Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys 
450 455 460 

Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin 
465 470 475 480 
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Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr 
485 490 495 



Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin 
500 505 510 

Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val 
515 520 525 

Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala 
530 535 540 

Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu 
545 550 555 560 

Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu 
565 570 575 

Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr 
580 585 590 

Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie 
595 600 605 

Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu 
610 615 620 

Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys 
625 630 635 640 

Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala 
645 650 655 

Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala 
660 665 670 

Ala Ser Gin Ala Ala Leu Gly Leu 
675 680 



<210> 1570 

<211> 679 

<212> PRT 

<213> Homo sapiens 

<400> 1570 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Ser Ser Arg Gly Pro Tyr His 
20 25 30 

Pro Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin 
35 40 45 

Arg lie Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly 
50 55 60 

lie Val Phe lie Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser 
65 70 75 80 
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Asp Lys Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu Asn Asp Ala 
85 90 95 

His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn 
100 105 110 

Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys 
115 120 125 

Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala 
130 135 140 

Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu 
145 150 155 160 

His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu 
165 170 175 

Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg 
180 185 190 

Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg 
195 200 205 

Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn 
210 215 220 

Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His 
225 230 235 240 

Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys 
245 250 255 

Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu 
260 265 270 

Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala 
275 280 285 

Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala 
290 295 300 

Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala 
305 310 315 320 

Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His 
325 330 335 

Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala 
340 345 350 

Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys 
355 360 365 

Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie 
370 375 380 

Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala 
385 390 395 400 

Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala 
405 410 415 
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Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His 
420 425 430 

Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu 
435 440 445 

Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr 
450 455 460 

Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn 
465 470 475 480 

Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys 
485 490 495 

Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val 
500 505 510 

Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly 
515 520 525 

Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu 
530 535 540 

Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys 
545 550 555 560 

Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val 
565 570 575 

Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val 
580 585 590 

Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys 
595 600 605 

Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val 
610 615 620 

Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala 
625 630 635 640 

Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp 
645 650 655 

Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala 
660 665 670 

Ser Gin Ala Ala Leu Gly Leu 
675 



<210> 1571 

<211> 678 

<212> PRT 

<213> Homo sapiens 

<400> 1571 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Ser Arg Gly Pro Tyr His Pro 
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20 



25 



30 



Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg 
35 40 45 

lie Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly lie 
50 55 60 

Val Phe lie Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp 
65 70 75 80 

Lys Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu Asn Asp Ala His 
85 90 95 

Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe 
100 105 110 

Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro 
115 120 125 

Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys 
130 135 140 

Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His 
145 150 155 160 

Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr 
165 170 175 

Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn 
180 185 190 

Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu 
195 200 205 

Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu 
210 215 220 

Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro 
225 230 235 240 

Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala 
245 250 255 

Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu 
260 265 270 

Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys 
275 280 285 

Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe 
290 295 300 

Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu 
305 310 315 320 

Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr 
325 330 335 

Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp 
340 345 350 

Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu 
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355 



360 



365 



Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala 
370 375 380 

Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala 
385 390 395 400 

Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys 
405 410 415 

Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro 
420 425 430 

Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr 
435 440 445 

Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala 
450 455 460 

Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu 
465 470 475 480 

lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe 
485 490 495 

Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser 
500 505 510 

Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser 
515 520 525 

Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp 
530 535 540 

Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr 
545 550 555 560 

Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn 
565 570 575 

Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro 
580 585 590 

Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr 
595 600 605 

Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu 
610 615 620 

Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val 
625 630 635 640 

Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp 
645 650 655 

Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser 
660 665 670 

Gin Ala Ala Leu Gly Leu 
675 
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<210> 1572 
<211> 677 
<212> PRT 

<213> Homo sapiens 
<400> 1572 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ser Arg Gly Pro Tyr His Pro Ser 
20 25 30 

Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg lie 
35 40 45 

Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly lie Val 
50 55 60 

Phe lie Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp Lys 
65 70 75 80 

Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu Asn Asp Ala His Lys 
85 90 95 

Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys 
100 105 110 

Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe 
115 120 125 

Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr 
130 135 140 

Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr 
145 150 155 160 

Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr 
165 170 175 

Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu 
180 185 190 

Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val 
195 200 205 

Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu 
210 215 220 

Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr 
225 230 235 240 

Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala 
245 250 255 

Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro 
260 265 270 

Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin 
275 280 285 

Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys 
290 295 300 
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Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe 
305 310 315 320 

Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu 
325 330 335 

Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu 
340 345 350 

Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys 
355 360 365 

Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu 
370 375 380 

Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp 
385 390 395 400 

Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp 
405 410 415 

Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp 
420 425 430 

Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr 
435 440 445 

Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys 
450 455 460 

Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie 
465 470 475 480 

Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin 
485 490 495 

Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr 
500 505 510 

Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys 
515 520 525 

Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr 
530 535 540 

Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro 
545 550 555 560 

Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg 
565 570 575 

Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys 
580 585 590 

Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu 
595 600 605 

Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu 
610 615 620 

Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met 
625 630 635 640 
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Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys 
645 650 655 

Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin 
660 665 670 

Ala Ala Leu Gly Leu 
675 



<210> 1573 
<211> 676 
<212> PRT 

<213> Homo sapiens 
<400> 1573 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Arg Gly Pro Tyr His Pro Ser Glu 
20 25 30 

Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg lie Met 
35 40 45 

Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly lie Val Phe 
50 55 60 

He Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp Lys Trp 
65 70 75 80 

Val Gin Asp Tyr He Lys Asp Met Lys Glu Asn Asp Ala His Lys Ser 
85 90 95 

Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala 
100 105 110 

Leu Val Leu He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu 
115 120 125 

Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys 
130 135 140 

Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu 
145 150 155 160 

Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly 
165 170 175 

Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys 
180 185 190 

Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg 
195 200 205 

Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr 
210 215 220 

Phe Leu Lys Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe 
225 230 235 240 
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Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe 
245 250 255 

Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys 
260 265 270 

Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg 
275 280 285 

Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala 
290 295 300 

Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala 
305 310 315 320 

Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys 
325 330 335 

Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala 
340 345 350 

Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu 
355 360 365 

Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val 
370 375 380 

Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe 
385 390 395 400 

Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val 
405 410 415 

Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr 
420 425 430 

Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu 
435 440 445 

Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val 
450 455 460 

Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys 
465 470 475 480 

Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn 
485 490 495 

Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro 
500 505 510 

Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys 
515 520 525 

Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu 
530 535 540 

Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val 
545 550 555 560 

Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg 
565 570 575 
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Pro Cys Phe Ser Ala Leu Glu Val 
580 

Phe Asn Ala Glu Thr Phe Thr Phe 
595 600 

Glu Lys Glu Arg Gin lie Lys Lys 
610 615 

Lys His Lys Pro Lys Ala Thr Lys 
625 630 

Asp Phe Ala Ala Phe Val Glu Lys 
645 

Thr Cys Phe Ala Glu Glu Gly Lys 
660 

Ala Leu Gly Leu 
675 



Asp Glu Thr Tyr Val Pro Lys Glu 
585 590 

His Ala Asp lie Cys Thr Leu Ser 
605 

Gin Thr Ala Leu Val Glu Leu Val 
620 

Glu Gin Leu Lys Ala Val Met Asp 
635 640 

Cys Cys Lys Ala Asp Asp Lys Glu 
650 655 

Lys Leu Val Ala Ala Ser Gin Ala 
665 670 



<210> 1574 

<211> 674 

<212> PRT 

<213> Homo sapiens 

<400> 1574 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1.5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Pro Tyr His Pro Ser Glu Cys Cys 
20 25 30 

Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg lie Met Asp Tyr 
35 40 45 

Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly lie Val Phe lie Thr 
50 55 60 

Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp Lys Trp Val Gin 
65 70 75 80 

Asp Tyr lie Lys Asp Met Lys Glu Asn Asp Ala His Lys Ser Glu Val 
85 90 95 

Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val 
100 105 110 

Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His 
115 120 125 

Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala 
130 135 140 

Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly 
145 150 155 160 

Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met 
165 170 175 

Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu 
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180 



185 



190 



Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu 
195 200 205 

Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu 
210 215 220 

Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala 
225 230 235 240 

Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu 
245 250 255 

Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp 
260 265 270 

Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys 
275 280 285 

Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala 
290 295 300 

Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val 
305 310 315 320 

Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His 
325 330 335 

Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr 
340 345 350 

lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys 
355 360 365 

Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn 
370 375 380 

Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu 
385 390 395 400 

Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu 
405 410 415 

Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val 
420 425 430 

Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys 
435 440 445 

Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp 
450 455 460 

Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn 
465 470 475 480 

Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu 
485 490 495 

Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu 
500 505 510 

Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys 
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515 



520 



525 



His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val 
530 535 540 

Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp 
545 550 555 560 

Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys 
565 570 575 

Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn 
580 585 590 

Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys 
595 600 605 

Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His 
610 615 620 

Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe 
625 630 635 640 

Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys 
645 650 655 

Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu 
660 665 670 

Gly Leu 



<210> 1575 

<211> 673 

<212> PRT 

<213> Homo sapiens 

<400> 1575 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Tyr His Pro Ser Glu Cys Cys Phe 
20 25 30 

Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg lie Met Asp Tyr Tyr 
35 40 45 

Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly lie Val Phe lie Thr Lys 
50 55 60 

Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp Lys Trp Val Gin Asp 
65 70 75 80 

Tyr lie Lys Asp Met Lys Glu Asn Asp Ala His Lys Ser Glu Val Ala 
85 90 95 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
100 105 110 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
115 120 125 
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Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
130 135 140 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
145 150 155 160 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
165 170 175 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
180 185 190 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
195 200 205 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
210 215 220 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
225 230 235 240 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
245 250 255 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
260 265 270 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
275 280 285 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
290 295 300 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
305 310 315 320 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
325 330 335 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
340 345 350 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
355 360 365 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
370 375 380 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
385 390 395 400 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
405 410 415 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
420 425 430 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
435 440 445 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
450 . 455 460 
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Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
465 470 475 480 



Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
485 490 495 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
500 505 510 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
515 520 525 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
530 535 540 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
545 550 555 560 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
565 570 575 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
580 585 590 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
595 600 605 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
610 615 620 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
625 630 635 640 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
645 650 655 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
660 665 670 



Leu 



<210> 1576 

<211> 672 

<212> PRT 

<213> Homo sapiens 

<400> 1576 

Met Lys Val Ser Val Ala Ala Leu Ser Cys Leu Met Leu Val Thr Ala 
15 10 15 

Leu Gly Ser Gin Ala Gly Pro Tyr His Pro Ser Glu Cys Cys Phe Thr 
20 25 30 

Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg lie Met Asp Tyr Tyr Glu 
35 40 45 

Thr Asn Ser Gin Cys Ser Lys Pro Gly lie Val Phe lie Thr Lys Arg 
50 55 60 
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Gly His Ser Val Cys Thr Asn Pro Ser Asp Lys Trp Val Gin Asp Tyr 
65 70 75 80 

lie Lys Asp Met Lys Glu Asn Asp Ala His Lys Ser Glu Val Ala His 
85 90 95 

Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie 
100 105 110 

Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys 
115 120 125 

Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu 
130 135 140 

Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys 
145 150 155 160 

Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp 
165 170 175 

Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His 
180 185 190 

Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp 
195 200 205 

Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys 
210 215 220 

Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu 
225 230 235 240 

Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys 
245 250 255 

Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu 
260 265 270 

Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala 
275 280 285 

Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala 
290 295 300 

Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys 
305 310 315 320 

Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp 
325 330 335 

Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys 
340 345 350 

Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys 
355 360 365 

Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu 
370 375 380 

Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys 
385 390 395 400 
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Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met 
405 410 415 



Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu 
420 425 430 

Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys 
435 440 445 

Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe 
450 455 460 

Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu 
465 470 475 480 

Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val 
485 490 495 

Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu 
500 505 510 

Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro 
515 520 525 

Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu 
530 535 540 

Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val 
545 550 555 560 

Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser 
565 570 575 

Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu 
580 585 590 

Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg 
595 600 605 

Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro 
610 615 620 

Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala 
625 630 635 640 

Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala 
645 650 655 

Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 670 



<210> 1577 
<211> 677 
<212> PRT 

<213> Homo sapiens 
<400> 1577 

Met Asn lie Phe Tyr lie Phe Leu Phe Leu Leu Ser Phe Val Gin Gly 
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15 10 15 

Leu Glu His Thr His Arg Arg Gly Ser Leu Asp Lys Arg Phe Val Asn 
20 25 30 

Gin His Leu Cys Gly Ser His Leu Val Glu Ala Leu Tyr Leu Val Cys 
35 40 45 

Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr Gly Tyr Gly Ser Ser 
50 55 60 

Ser Arg Arg Ala Pro Gin Thr Gly lie Val Glu Gin Cys Cys Thr Ser 
65 70 75 80 

lie Cys Ser Leu Tyr Gin Leu Glu Asn Tyr Cys Asn Asp Ala His Lys 
85 90 95 

Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys 
100 105 110 

Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe 
115 120 125 

Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr 
130 135 140 

Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr 
145 150 155 160 

Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr 
165 170 175 

Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu 
180 185 190 

Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val 
195 200 205 

Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu 
210 215 220 

Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr 
225 230 235 240 

Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala 
245 250 255 

Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro 
260 265 270 

Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin 
275 280 285 

Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys 
290 295 300 

Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe 
305 310 315 320 

Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu 
325 330 335 

Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu 
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340 



345 



350 



Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys 
355 360 365 

Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu 
370 375 380 

Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp 
385 390 395 400 

Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp 
405 410 415 

Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp 
420 425 430 

Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr 
435 440 445 

Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys 
450 455 460 

Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie 
465 470 475 480 

Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin 
485 490 495 

Asn Ala Leu- Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr 
500 505 510 

Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys 
515 520 525 

Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr 
530 535 540 

Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro 
545 550 555 560 

Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg 
565 570 575 

Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys 
580 585 590 

Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu 
595 600 605 

Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu 
610 615 620 

Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met 
625 630 635 640 

Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys 
645 650 655 

Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin 
660 665 670 

Ala Ala Leu Gly Leu 
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675 



<210> 1578 
<211> 665 
<212> PRT 

<213> Homo sapiens 
<400> 1578 

Met Phe Lys Ser Val Val Tyr Ser lie Leu Ala Ala Ser Leu Ala Asn 
15 10 15 

Ala Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu Ala Leu 
20 25 30 

Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr Gly 
35 40 45 

Tyr Gly Ser Ser Ser Arg Arg Ala Pro Gin Thr Gly lie Val Glu Gin 
50 55 60 

Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu Asn Tyr Cys Asn 
65 70 75 80 

Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu 
85 90 95 

Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin 
100 105 110 

Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu 
115 120 125 

Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys 
130 135 140 

Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu 
145 150 155 160 

Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro 
165 170 175 

Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu 
180 185 190 

Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His 
195 200 205 

Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg 
210 215 220 

Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg 
225 230 235 240 

Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala 
245 250 255 

Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser 
260 265 270 

Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu 
275 280 285 
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Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro 
290 295 300 

Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys 
305 310 315 320 

Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp 
325 330 335 

Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser 
340 345 350 

Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His 
355 360 365 

Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser 
370 375 380 

Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala 
385 390 395 400 

Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg 
405 410 415 

Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr 
420 425 430 

Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu 
435 440 445 

Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro 
450 455 460 

Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu 
465 470 475 480 

Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro 
485 490 495 

Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys 
500 505 510 

Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys 
515 520 525 

Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His 
530 535 540 

Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser 
545 550 555 560 

Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr 
565 570 575 

Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp 
580 585 590 

lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala 
595 600 605 

Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu 
610 615 620 
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Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys 
625 630 635 640 

Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val 
645 650 655 

Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 



<210> 1579 

<211> 733 

<212> PRT 

<213> Homo sapiens 

<400> 1579 

Met Arg Phe Pro Ser lie Phe Thr Ala Val Leu Phe Ala Ala Ser Ser 
15 10 15 

Ala Leu Ala Ala Pro Val Asn Thr Thr Thr Glu Asp Glu Thr Ala Gin 
20 25 30 

lie Pro Ala Glu Ala Val lie Gly Tyr Leu Asp Leu Glu Gly Asp Phe 
35 40 45 

Asp Val Ala Val Leu Pro Phe Ser Asn Ser Thr Asn Asn Gly Leu Leu 
50 55 60 

Phe lie Asn Thr Thr lie Ala Ser lie Ala Ala Lys Glu Glu Gly Val 
65 70 75 80 

Ser Leu Asp Lys Arg Phe Val Asn Gin His Leu Cys Gly Ser His Leu 
85 90 95 

Val Glu Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr 
100 105 110 

Pro Lys Thr Gly Tyr Gly Ser Ser Ser Arg Arg Ala Pro Gin Thr Gly 
115 120 125 

lie Val Glu Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu 
130 135 140 

Asn Tyr Cys Asn Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
145 150 155 160 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala 
165 170 175 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
180 185 190 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
195 200 205 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
210 215 220 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
225 230 235 240 
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Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
245 ' 250 255 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
260 265 270 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
275 280 285 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
290 295 300 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
305 310 315 320 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
325 330 335 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
340 345 350 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
355 360 365 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
370 375 380 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
385 390 395 400 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
405 410 415 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
420 425 430 

Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
435 440 445 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
450 455 460 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
465 470 475 480 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
485 490 495 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
500 505 510 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
515 520 525 

Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
530 535 540 

Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
545 550 555 560 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
565 570 575 
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Asn Leu Gly Lys Val 
580 

Arg Met Pro Cys Ala 
595 

Cys Val Leu His Glu 
610 

Cys Thr Glu Ser Leu 
625 

Val Asp Glu Thr Tyr 
645 

Phe His Ala Asp lie 
660 

Lys Gin Thr Ala Leu 
675 

Lys Glu Gin Leu Lys 
690 

Lys Cys Cys Lys Ala 
705 

Lys Lys Leu Val Ala 
725 



Gly Ser Lys Cys Cys 
585 

Glu Asp Tyr Leu Ser 
600 

Lys Thr Pro Val Ser 
615 

Val Asn Arg Arg Pro 
630 

Val Pro Lys Glu Phe 
650 

Cys Thr Leu Ser Glu 
665 

Val Glu Leu Val Lys 
680 

Ala Val Met Asp Asp 
695 

Asp Asp Lys Glu Thr 
710 

Ala Ser Gin Ala Ala 
730 



Lys His Pro Glu Ala Lys 
590 

Val Val Leu Asn Gin Leu 
605 

Asp Arg Val Thr Lys Cys 
620 

Cys Phe Ser Ala Leu Glu 
635 640 

Asn Ala Glu Thr Phe Thr 
655 

Lys Glu Arg Gin lie Lys 
670 

His Lys Pro Lys Ala Thr 
685 

Phe Ala Ala Phe Val Glu 
700 

Cys Phe Ala Glu Glu Gly 
715 720 

Leu Gly Leu 



<210> 1580 
<211> 743 
<212> PRT 

<213> Homo sapiens 
<400> 1580 

Met Arg Phe Pro Ser lie Phe Thr Ala Val Leu Phe Ala Ala Ser Ser 
1 5 10 15 

Ala Leu Ala Ala Pro Val Asn Thr Thr Thr Glu Asp Glu Thr Ala Gin 
20 25 30 

lie Pro Ala Glu Ala Val lie Gly Tyr Leu Asp Leu Glu Gly Asp Phe 
35 40 45 

Asp Val Ala Val Leu Pro Phe Ser Asn Ser Thr Asn Asn Gly Leu Leu 
50 55 60 

Phe lie Asn Thr Thr lie Ala Thr lie Ala Ala Lys Glu Glu Gly Val 
65 70 75 80 

Ser Met Ala Lys Arg Glu Glu Ala Glu Ala Glu Ala Glu Pro Lys Phe 
85 90 95 

Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu Ala Leu Tyr Leu 
100 105 110 

Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr Gly Tyr Gly 
115 120 125 

Ser Ser Ser Arg Arg Ala Pro Gin Thr Gly lie Val Glu Gin Cys Cys 
130 135 140 
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Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu Asn Tyr Cys Asn Asp Ala 
145 150 155 160 

His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn 
165 170 175 

Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys 
180 185 190 

Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala 
195 200 205 

Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu 
210 215 220 

His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu 
225 230 235 240 

Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg 
245 250 255 

Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg 
260 265 270 

Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn 
275 280 285 

Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His 
290 295 300 

Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys 
305 310 315 320 

Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu 
325 330 335 

Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala 
340 345 350 

Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala 
355 360 365 

Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala 
370 375 380 

Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His 
385 390 395 400 

Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala 
405 410 415 

Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys 
420 425 430 

Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie 
435 440 445 

Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala 
450 455 460 

Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala 
465 470 475 480 
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Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His 
485 490 495 

Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu 
500 505 510 

Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr 
515 520 525 

Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn 
530 535 540 

Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys 
545 550 555 560 

Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val 
565 570 575 

Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly 
580 585 590 

Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu 
595 600 605 

Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys 
610 615 620 

Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val 
625 630 635 640 

Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val 
645 650 655 

Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys 
660 665 670 

Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val 
675 680 685 

Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala 
690 695 700 

Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp 
705 710 715 ' 720 

Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala 
725 730 735 

Ser Gin Ala Ala Leu Gly Leu 
740 



<210> 1581 
<211> 774 
<212> PRT 

<213> Homo sapiens 
<400> 1581 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
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20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
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355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu Glu Gin Val Arg Lys lie 
610 615 620 

Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys Leu Cys Ala Thr Tyr Lys 
625 630 635 640 

Leu Cys His Pro Glu Glu Leu Val Leu Leu Gly His Ser Leu Gly lie 
645 650 655 

Pro Trp Ala Pro Leu Ser Ser Cys Pro Ser Gin Ala Leu Gin Leu Ala 
660 665 670 

Gly Cys Leu Ser Gin Leu His Ser Gly Leu Phe Leu Tyr Gin Gly Leu 
675 680 685 

Leu Gin Ala Leu Glu Gly lie Ser Pro Glu Leu Gly Pro Thr Leu Asp 
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690 



695 



700 



Thr Leu Gin Leu 
705 

Met Glu Glu Leu 



Met Pro Ala Phe 
740 

Val Ala Ser His 
755 

Arg His Leu Ala 
770 



Asp Val Ala Asp 
710 

Gly Met Ala Pro 
725 

Ala Ser Ala Phe 



Leu Gin Ser Phe 
760 

Gin Pro 



Phe Ala Thr Thr 
715 

Ala Leu Gin Pro 
730 

Gin Arg Arg Ala 
745 

Leu Glu Val Ser 



lie Trp Gin Gin 
720 

Thr Gin Gly Ala 
735 

Gly Gly Val Leu 
750 

Tyr Arg Val Leu 
765 



<210> 1582 
<211> 771 
<212> PRT 

<213> Homo sapiens 
<400> 1582 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 
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Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 

370 375 380 

/ 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 
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Arg Gin He Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu Glu Gin Val Arg Lys He 
610 615 620 

Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys Leu Cys Ala Thr Tyr Lys 
625 630 635 640 

Leu Cys His Pro Glu Glu Leu Val Leu Leu Gly His Ser Leu Gly lie 
645 650 655 

Pro Trp Ala Pro Leu Ser Ser Cys Pro Ser Gin Ala Leu Gin Leu Ala 
660 665 670 

Gly Cys Leu Ser Gin Leu His Ser Gly Leu Phe Leu Tyr Gin Gly Leu 
675 680 685 

Leu Gin Ala Leu Glu Gly He Ser Pro Glu Leu Gly Pro Thr Leu Asp 
690 695 700 

Thr Leu Gin Leu Asp Val Ala Asp Phe Ala Thr Thr He Trp Gin Gin 
705 710 715 720 

Met Glu Glu Leu Gly Met Ala Pro Ala Leu Gin Pro Thr Gin Gly Ala 
725 730 735 

Met Pro Ala Phe Ala Ser Ala Phe Gin Arg Arg Ala Gly Gly Val Leu 
740 745 750 

Val Ala Ser His Leu Gin Ser Phe Leu Glu Val Ser Tyr Arg Val Leu 
755 760 765 

Arg His Leu 
770 



<210> 1583 
<211> 770 
<212> PRT 

<213> Homo sapiens 
<400> 1583 

Met Lys Trp Val Ser Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp. His Val 
50 55 60 
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Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 
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Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Gin Ser Phe Leu Leu Lys Cys Leu Glu Gin Val Arg Lys lie Gin 
610 615 620 

Gly Asp Gly Ala Ala Leu Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu 
625 630 635 640 

Cys His Pro Glu Glu Leu Val Leu Leu Gly His Ser Leu Gly lie Pro 
645 650 655 

Trp Ala Pro Leu Ser Ser Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly 
660 665 670 

Cys Leu Ser Gin Leu His Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu 
675 680 685 

Gin Ala Leu Glu Gly lie Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr 
690 695 700 

Leu Gin Leu Asp Val Ala Asp Phe Ala Thr Thr lie Trp Gin Gin Met 
705 710 715 720 

Glu Glu Leu Gly Met Ala Pro Ala Leu Gin Pro Thr Gin Gly Ala Met 
725 730 735 
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Pro Ala Phe Ala Ser Ala Phe Gin 
740 

Ala Ser His Leu Gin Ser Phe Leu 
755 760 

His Leu 
770 



Arg Arg Ala Gly Gly Val Leu Val 
745 750 

Glu Val Ser Tyr Arg Val Leu Arg 
765 



<210> 1584 
<211> 773 
<212> PRT 

<213> Homo sapiens 
<400> 1584 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
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245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
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580 



585 



590 



Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Gin Ser Phe Leu Leu Lys Cys Leu Glu Gin Val Arg Lys lie Gin 
610 615 620 

Gly Asp Gly Ala Ala Leu Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu 
625 630 635 640 

Cys His Pro Glu Glu Leu Val Leu Leu Gly His Ser Leu Gly lie Pro 
645 650 655 

Trp Ala Pro Leu Ser Ser Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly 
660 665 670 

Cys Leu Ser Gin Leu His Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu 
675 680 685 

Gin Ala Leu Glu Gly lie Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr 
690 695 700 

Leu Gin Leu Asp Val Ala Asp Phe Ala Thr Thr lie Trp Gin Gin Met 
705 710 715 720 

Glu Glu Leu Gly Met Ala Pro Ala Leu Gin Pro Thr Gin Gly Ala Met 
725 730 735 

Pro Ala Phe Ala Ser Ala Phe Gin Arg Arg Ala Gly Gly Val Leu Val 
740 745 750 

Ala Ser His Leu Gin Ser Phe Leu Glu Val Ser Tyr Arg Val Leu Arg 
755 760 765 

His Leu Ala Gin Pro 
770 



<210> 1585 
<211> 783 
<212> PRT 

<213> Homo sapiens 
<400> 1585 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 
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Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 
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Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
610 615 620 

Lys Cys Leu Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu 
625 630 635 640 

Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
645 650 655 

Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
660 665 670 

Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
675 680 685 

Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
690 695 700 

Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
705 710 715 720 

Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
725 730 735 

Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
740 745 750 

Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
755 760 765 
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Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
770 775 780 



<210> 1586 

<211> 672 

<212> PRT 

<213> Homo sapiens 

<400> 1586 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Phe Val Asn Gin His Leu Cys Gly 
20 25 30 

Ser His Leu Val Glu Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe 
35 40 45 

Phe Tyr Thr Pro Lys Thr Gly Tyr Gly Ser Ser Ser Arg Arg Ala Pro 
50 55 60 

Gin Thr Gly lie Val Glu Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr 
65 70 75 80 

Gin Leu Glu Asn Tyr Cys Asn Asp Ala His Lys Ser Glu Val Ala His 
85 90 95 

Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie 
100 105 110 

Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys 
115 120 125 

Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu 
130 135 140 

Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys 
145 150 155 160 

Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp 
165 170 175 

Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His 
180 185 190 

Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp 
195 200 205 

Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys 
210 215 220 

Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu 
225 230 235 240 

Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys 
245 250 255 

Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu 
260 265 270 

Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala 
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275 



280 



285 



Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala 
290 295 300 

Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys 
305 310 315 320 

Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp 
325 330 335 

Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys 
340 345 350 

Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys 
355 360 365 

Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu 
370 375 380 

Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys 
385 390 395 400 

Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met 
405 410 415 

Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu 
420 425 430 

Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys 
435 440 445 

Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe 
450 455 460 

Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu 
465 470 475 480 

Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val 
485 490 495 

Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu 
500 505 510 

Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro 
515 520 525 

Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu 
530 535 540 

Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val 
545 550 555 560 

Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser 
565 570 575 

Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu 
580 585 590 

Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg 
595 600 605 

Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro 
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610 615 620 

Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala 
625 630 635 640 

Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala 
645 650 655 

Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 670 



<210> 1587 
<211> 671 
<212> PRT 

<213> Homo sapiens 
<400> 1587 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Phe Val Asn Gin His Leu Cys Gly 
20 25 30 

Ser His Leu Val Glu Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe 
35 40 45 

Phe Tyr Thr Pro Lys Thr Lys Arg Gly Gly Gly Pro Gly Arg Gly Lys 
50 55 60 

Arg Gly lie Val Glu Gin Cys Cys Thr Ser He Cys Ser Leu Tyr Gin 
65 70 75 80 

Leu Glu Asn Tyr Cys Asn Asp Ala His Lys Ser Glu Val Ala His Arg 
85 90 95 

Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala 
100 105 110 

Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu 
115 120 125 

Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser 
130 135 140 

Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu 
145 150 155 160 

Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys 
165 170 175 

Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys 
180 185 190 

Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val 
195 200 205 

Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr 
210 215 220 
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Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu 
225 230 235 240 

Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin 
245 250 255 

Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg 
260 265 270 

Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser 
275 280 285 

Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg 
290 295 300 

Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu 
305 310 315 320 

Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu 
325 330 335 

Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu 
340 345 350 

Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro 
355 360 365 

Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met 
370 375 380 

Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp 
385 390 395 400 

Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe 
405 410 415 

Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu 
420 425 430 

Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala 
435 440 445 

Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys 
450 455 460 

Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu 
465 470 475 480 

Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg 
485 490 495 

Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val 
500 505 510 

Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu 
515 520 525 

Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn 
530 535 540 

Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr 
545 550 555 560 



1181 



Lys Cys Cys Thr 



Leu Glu Val Asp 
580 

Phe Thr Phe His 
595 

lie Lys Lys Gin 
610 

Ala Thr Lys Glu 
625 

Val Glu Lys Cys 



Glu Gly Lys Lys 
660 



Glu Ser Leu Val 
565 

Glu Thr Tyr Val 



Ala Asp lie Cys 
600 

Thr Ala Leu Val 
615 

Gin Leu Lys Ala 
630 

Cys Lys Ala Asp 
645 

Leu Val Ala Ala 



Asn Arg Arg Pro 
570 

Pro Lys Glu Phe 
585 

Thr Leu Ser Glu 



Glu Leu Val Lys 
620 

Val Met Asp Asp 
635 

Asp Lys Glu Thr 
650 

Ser Gin Ala Ala 
665 



Cys Phe Ser Ala 
575 

Asn Ala Glu Thr 
590 

Lys Glu Arg Gin 
605 

His Lys Pro Lys 



Phe Ala Ala Phe 
640 

Cys Phe Ala Glu 
655 

Leu Gly Leu 
670 



<210> 1588 
<211> 794 
<212> PRT 

<213> Homo sapiens 
<400> 1588 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Ala Pro Arg Ala Gly Arg Arg Pro 
20 25 30 

Ala Arg Pro Arg Gly Cys Ala Asp Arg Pro Glu Glu Leu Leu Glu Gin 
35 40 45 

Leu Tyr Gly Arg Leu Ala Ala Gly Val Leu Ser Ala Phe His His Thr 
50 55 60 

Leu Gin Leu Gly Pro Arg Glu Gin Ala Arg Asn Ala Ser Cys Pro Ala 
65 70 75 80 

Gly Gly Arg Pro Ala Asp Arg Arg Phe Arg Pro Pro Thr Asn Leu Arg 
85 90 95 

Ser Val Ser Pro Trp Ala Tyr Arg lie Ser Tyr Asp Pro Ala Arg Tyr 
100 105 110 

Pro Arg Tyr Leu Pro Glu Ala Tyr Cys Leu Cys Arg Gly Cys Leu Thr 
115 120 125 

Gly Leu Phe Gly Glu Glu Asp Val Arg Phe Arg Ser Ala Pro Val Tyr 
130 135 140 

Met Pro Thr Val Val Leu Arg Arg Thr Pro Ala Cys Ala Gly Gly Arg 
145 150 155 160 

Ser Val Tyr Thr Glu Ala Tyr Val Thr lie Pro Val Gly Cys Thr Cys 
165 170 175 



1182 



Val Pro Glu Pro Glu Lys Asp Ala Asp Ser lie Asn Ser Ser lie Asp 
180 185 190 

Lys Gin Gly Ala Lys Leu Leu Leu Gly Pro Asn Asp Ala Pro Ala Gly 
195 200 205 

Pro Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly 
210 215 220 

Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu 
225 230 235 240 

Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr 
245 250 255 

Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 
260 265 270 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
275 280 285 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 
290 295 300 

Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 
305 310 315 320 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 
325 330 335 

His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala 
340 345 350 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
355 360 365 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 
370 375 380 

Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala 
385 390 395 400 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly 
405 410 415 

Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe 
420 425 430 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr 
435 440 445 

Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 
450 455 460 

Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie 
465 470 475 480 

Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser 
485 490 495 

His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro 
500 505 510 



1183 



Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr 
515 520 525 



Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 
530 535 540 

Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys 
545 550 555 560 

Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 
565 570 575 

Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu 
580 585 590 

Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly 
595 600 605 

Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val 
610 615 620 

Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly 
625 630 635 640 

Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro 
645 650 655 

Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu 
660 665 670 

His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu 
675 680 685 

Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu 
690 695 700 

Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala 
705 710 715 720 

Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr 
725 730 735 

Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin 
740 745 750 

Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys 
755 760 765 

Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu 
770 775 780 

Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
785 790 



<210> 1589 
<211> 623 
<212> PRT 

<213> Homo sapiens 
<400> 1589 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
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Tyr Ser Arg Ser Leu Asp Lys Arg Gly Gly Cys Lys Asn Phe Phe Trp 
20 25 30 

Lys Thr Phe Thr Ser Cys Asp Ala His Lys Ser Glu Val Ala His Arg 
35 40 45 

Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala 
50 55 60 

Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu 
65 70 75 80 

Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser 
85 90 95 

Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu 
100 105 110 

Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys 
115 120 125 

Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys 
130 135 140 

Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val 
145 150 155 160 

Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr 
165 170 175 

Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu 
180 185 190 

Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin 
195 200 205 

Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg 
210 215 220 

Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser 
225 230 235 240 

Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg 
245 250 255 

Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu 
260 265 270 

Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu 
275 280 285 

Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu 
290 295 300 

Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro 
305 310 315 320 

Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met 
325 330 335 

Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp 
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340 



345 



350 



Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe 
355 360 365 

Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu 
370 375 380 

Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala 
385 390 395 400 

Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys 
405 410 415 

Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu 
420 425 430 

Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg 
435 440 445 

Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val 
450 455 460 

Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu 
465 470 475 480 

Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn 
485 490 495 

Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr 
500 505 510 

Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala 
515 520 525 

Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr 
530 535 540 

Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin 
545 550 555 560 

lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys 
565 570 575 

Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe 
580 585 590 

Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu 
595 600 605 

Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
610 615 620 



<210> 1590 

<211> 794 

<212> PRT 

<213> Homo sapiens 

<400> 1590 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 
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Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 
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Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Ala Pro Arg Ala Gly Arg Arg Pro Ala Arg Pro Arg Gly Cys Ala 
610 615 620 

Asp Arg Pro Glu Glu Leu Leu Glu Gin Leu Tyr Gly Arg Leu Ala Ala 
625 630 635 640 

Gly Val Leu Ser Ala Phe His His Thr Leu Gin Leu Gly Pro Arg Glu 
645 650 655 

Gin Ala Arg Asn Ala Ser Cys Pro Ala Gly Gly Arg Pro Ala Asp Arg 
660 665 670 

Arg Phe Arg Pro Pro Thr Asn Leu Arg Ser Val Ser Pro Trp Ala Tyr 
675 680 685 
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Arg lie Ser Tyr Asp 
690 

Tyr Cys Leu Cys Arg 
705 

Val Arg Phe Arg Ser 
725 

Arg Thr Pro Ala Cys 
740 

Val Thr lie Pro Val 
755 

Ala Asp Ser lie Asn 
770 

Leu Gly Pro Asn Asp 
785 



Pro Ala Arg Tyr Pro 
695 

Gly Cys Leu Thr Gly 
710 

Ala Pro Val Tyr Met 
730 

Ala Gly Gly Arg Ser 
745 

Gly Cys Thr Cys Val 
760 

Ser Ser lie Asp Lys 
775 

Ala Pro Ala Gly Pro 
790 



Arg Tyr Leu Pro Glu Ala 
700 

Leu Phe Gly Glu Glu Asp 
715 720 

Pro Thr Val Val Leu Arg 
735 

Val Tyr Thr Glu Ala Tyr 
750 

Pro Glu Pro Glu Lys Asp 
765 

Gin Gly Ala Lys Leu Leu 
780 



<210> 1591 
<211> 838 
<212> PRT 

<213> Homo sapiens 
<400> 1591 

Met Lys Leu Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys' Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 
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Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 
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Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Met Asp Leu Leu Gin Phe Leu Ala Phe Leu Phe Val Leu Leu Leu 
610 615 620 

Ser Gly Met Gly Ala Thr Gly Thr Leu Arg Thr Ser Leu Asp Pro Ser 
625 630 635 640 

Leu Glu lie Tyr Lys Lys Met Phe Glu Val Lys Arg Arg Glu Gin Leu 
645 650 655 

Leu Ala Leu Lys Asn Leu Ala Gin Leu Asn Asp lie His Gin Gin Tyr 
660 665 670 

Lys lie Leu Asp Val Met Leu Lys Gly Leu Phe Lys Val Leu Glu Asp 
675 680 685 

Ser Arg Thr Val Leu Thr Ala Ala Asp Val Leu Pro Asp Gly Pro Phe 
690 695 700 

Pro Gin Asp Glu Lys Leu Lys Asp Ala Phe Ser His Val Val Glu Asn 
705 710 715 720 

Thr Ala Phe Phe Gly Asp Val Val Leu Arg Phe Pro Arg lie Val His 
725 730 735 

Tyr Tyr Phe Asp His Asn Ser Asn Trp Asn Leu Leu lie Arg Trp Gly 
740 745 750 

lie Ser Phe Cys Asn Gin Thr Gly Val Phe Asn Gin Gly Pro His Ser 
755 760 765 

Pro lie Leu Ser Leu Met Ala Gin Glu Leu Gly lie Ser Glu Lys Asp 
770 775 780 

Ser Asn Phe Gin Asn Pro Phe Lys lie Asp Arg Thr Glu Phe lie Pro 
785 790 795 800 

Ser Thr Asp Pro Phe Gin Lys Ala Leu Arg Glu Glu Glu Lys Arg Arg 
805 810 815 

Lys Lys Glu Glu Lys Arg Lys Glu lie Arg Lys Gly Pro Arg lie Ser 
820 825 830 

Arg Ser Gin Ser Glu Leu 
835 
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<210> 1592 
<211> 1015 
<212> PRT 

<213> Homo sapiens 
<400> 1592 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
1 5 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro. 

165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
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290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Met Ser Gly Ala Pro Thr Ala Gly Ala Ala Leu Met Leu Cys Ala 
610 615 620 

Ala Thr Ala Val Leu Leu Ser Ala Gin Gly Gly Pro Val Gin Ser Lys 
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625 630 635 640 

Ser Pro Arg Phe Ala Ser Trp Asp Glu Met Asn Val Leu Ala His Gly 
645 650 655 

Leu Leu Gin Leu Gly Gin Gly Leu Arg Glu His Ala Glu Arg Thr Arg 
660 665 670 

Ser Gin Leu Ser Ala Leu Glu Arg Arg Leu Ser Ala Cys Gly Ser Ala 
675 680 685 

Cys Gin Gly Thr Glu Gly Ser Thr Asp Leu Pro Leu Ala Pro Glu Ser 
690 695 700 

Arg Val Asp Pro Glu Val Leu His Ser Leu Gin Thr Gin Leu Lys Ala 
705 710 715 720 

Gin Asn Ser Arg He Gin Gin Leu Phe His Lys Val Ala Gin Gin Gin 
725 730 735 

Arg His Leu Glu Lys Gin His Leu Arg He Gin His Leu Gin Ser Gin 
740 745 750 

Phe Gly Leu Leu Asp His Lys His Leu Asp His Glu Val Ala Lys Pro 
755 760 765 

Ala Arg Arg Lys Arg Leu Pro Glu Met Ala Gin Pro Val Asp Pro Ala 
770 775 780 

His Asn Val Ser Arg Leu His Arg Leu Pro Arg Asp Cys Gin Glu Leu 
785 790 795 800 

Phe Gin Val Gly Glu Arg Gin Ser Gly Leu Phe Glu He Gin Pro Gin 
805 810 815 

Gly Ser Pro Pro Phe Leu Val Asn Cys Lys Met Thr Ser Asp Gly Gly 
820 825 830 

Trp Thr Val He Gin Arg Arg His Asp Gly Ser Val Asp Phe Asn Arg 
835 840 845 

Pro Trp Glu Ala Tyr Lys Ala Gly Phe Gly Asp Pro His Gly Glu Phe 
850 855 860 

Trp Leu Gly Leu Glu Lys Val His Ser He Thr Gly Asp Arg Asn Ser 
865 870 875 880 

Arg Leu Ala Val Gin Leu Arg Asp Trp Asp Gly Asn Ala Glu Leu Leu 
885 890 895 

Gin Phe Ser Val His Leu Gly Gly Glu Asp Thr Ala Tyr Ser Leu Gin 
900 905 910 

Leu Thr Ala Pro Val Ala Gly Gin Leu Gly Ala Thr Thr Val Pro Pro 
915 920 925 

Ser Gly Leu Ser Val Pro Phe Ser Thr Trp Asp Gin Asp His Asp Leu 
930 935 940 

Arg Arg Asp Lys Asn Cys Ala Lys Ser Leu Ser Gly Gly Trp Trp Phe 
945 950 955 960 

Gly Thr Cys Ser His Ser Asn Leu Asn Gly Gin Tyr Phe Arg Ser He 
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965 



970 



975 



Pro Gin Gin Arg Gin Lys Leu Lys Lys Gly lie Phe Trp Lys Thr Trp 
980 985 990 

Arg Gly Arg Tyr Tyr Pro Leu Gin Ala Thr Thr Met Leu lie Gin Pro 
995 1000 1005 

Met Ala Ala Glu Ala Ala Ser 
1010 1015 



<210> 1593 
<211> 767 
<212> PRT 

<213> Homo sapiens 
<400> 1593 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 
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Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His :Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 
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Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Met Ala Ser Arg Ser Met Arg Leu Leu Leu Leu Leu Ser Cys Leu 
610 615 620 

Ala Lys Thr Gly Val Leu Gly Asp lie lie Met Arg Pro Ser Cys Ala 
625 630 635 640 

Pro Gly Trp Phe Tyr His Lys Ser Asn Cys Tyr Gly Tyr Phe Arg Lys 
645 650 655 

Leu Arg Asn Trp Ser Asp Ala Glu Leu Glu Cys Gin Ser Tyr Gly Asn 
660 665 670 

Gly Ala His Leu Ala Ser lie Leu Ser Leu Lys Glu Ala Ser Thr lie 
675 680 685 

Ala Glu Tyr lie Ser Gly Tyr Gin Arg Ser Gin Pro lie Trp lie Gly 
690 695 700 

Leu His Asp Pro Gin Lys Arg Gin Gin Trp Gin Trp lie Asp Gly Ala 
705 710 715 720 

Met Tyr Leu Tyr Arg Ser Trp Ser Gly Lys Ser Met Gly Gly Asn Lys 
725 730 735 

His Cys Ala Glu Met Ser Ser Asn Asn Asn Phe Leu Thr Trp Ser Ser 
740 745 750 

Asn Glu Cys Asn Lys Arg Gin His Phe Leu Cys Lys Tyr Arg Pro 
755 760 765 



<210> 1594 
<211> 636 
<212> PRT 

<213> Homo sapiens 
<400> 1594 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Gly Val 
15 10 15 

Ser Gly Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
20 25 30 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
35 40 45 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
50 55 60 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
65 70 75 80 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
85 90 95 
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Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
100 105 110 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
115 120 125 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
130 135 140 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
145 150 155 160 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
165 170 175 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
180 185 190 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
195 200 205 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
210 215 220 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
225 230 235 240 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
245 250 255 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
260 265 270 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
275 280 285 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
290 295 300 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
305 310 315 320 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
325 330 335 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
340 345 350 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
355 360 365 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
370 375 380 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
385 390 395 400 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
405 410 415 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
420 425 430 
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Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
435 440 445 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
450 455 460 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
465 470 475 480 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
485 490 495 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
500 505 510 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
515 520 525 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
530 535 540 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
545 550 555 560 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
565 570 575 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
580 585 590 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu Cys Gly Asn Leu Ser 
595 600 605 

Thr Cys Met Leu Gly Thr Tyr Thr Gin Asp Phe Asn Lys Phe His Thr 
610 615 620 

Phe Pro Gin Thr Ala lie Gly Val Gly Ala Pro Gly 
625 630 635 



<210> 1595 
<211> 669 
<212> PRT 

<213> Homo sapiens 
<400> 1595 

Met Lys Val Ser Val Ala Ala Leu Ser Cys Leu Met Leu Val Thr Ala 
15 10 15 

Leu Gly Ser Gin Ala Phe Val Asn Gin His Leu Cys Gly Ser His Leu 
20 25 30 

Val Glu Ala Leu Tyr Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr 
35 40 45 

Pro Lys Thr Gly Tyr Gly Ser Ser Ser Arg Arg Ala Pro Gin Thr Gly 
50 55 60 

lie Val Glu Gin Cys Cys Thr Ser lie Cys Ser Leu Tyr Gin Leu Glu 
65 70 75 80 

Asn Tyr Cys Asn Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
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85 90 95 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala 
100 105 110 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
115 120 125 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
130 135 140 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
145 150 155 160 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
165 170 175 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
180 185 190 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
195 200 205 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
210 215 220 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
225 230 235 240 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
245 250 255 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
260 265 270 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
275 280 285 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
290 295 300 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
305 310 315 320 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
325 330 335 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
340 345 350 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
355 360 365 

Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
370 375 380 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
385 390 395 400 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
405 410 415 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
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